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Alternative polyadenylation in lung cancer
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Alternative polyadenylation (APA), which induces shortening of the 3"UTR, is
emerging as an important phenomenon in gene regulation. We identified 10 genes showing significant 3*UTR
shortening in lung cancer, using the package of the Bioconductor for probe-level analyses of expression
microarrays. We established and evaluated the APA score by quantitative RT-PCR in clinical specimens of
non-small cell lung cancer, amd found that high APA score was an independet prognostic factor. In
addition, both lower expression of PABPN1 and higher expression of the proliferation markers were
correlated with high APA scores and a poor prognosis. These results suggest that the loss of PABPN1, a
suppressor of APA, might promote tumor aggressiveness by releasing the cancer cells from
microRNA-mediated gene regulation.
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