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Molecular pathological analysis of pure tumor glands using the crypt isolation
method in epithelial ovarian carcinomas

Nagasawa, Takayuki
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We analyzed molecular abnormalities of pure tumor glands using the crypt
isolation method in 53 ovarian cancer (including the borderline malignancy). We investigated the relation
of molecular abnormalities among the LOH, MSI, and DNA methylation. Although LOH were admitted in high
frequency at any regions, the frequency of MSI was rare. It was suggested that Methylation is related to
early stage carcinoma and LOH is related to advanced stage. Ovarian cancer has its own genetic
abnormality characterized by the histological type and the progression stage, we might should consider of

Individualization of treatment.
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