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Characteristic functions of membrane-bound structures (organelles) in cells are
essential for vital activities. Proper phospholipid composition of mitochondrial membranes iIs required
for optimal mitochondrial functions.

In this study, we identified a gene encoding a mitochondrial protein, which genetically interacts with
UPS1 as a novel factor involving in phospholipid transport. In addition, by biochemical analyses using
recombinant Upsl, we revealed that dynamic interactions between Upsl and Mdm35 are important for

phospholipid transport. These findings would help our understandings in mechanisms of phospholipid
transport as well as mitochondrial biogenesis.
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