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Optimization of fusion gene identification methods
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A) We compared lung tumors harboring fusion genes, EGFR or KRAS mutation, and
those without the aberrations by global mRNA expression assay. Several highly-expressed genes were
identified in ALK and ROS1 fusion-positive lung cancers. B) We developed an RNA capture sequencing system
to detect the fusion genes and SNV/indels frequently observed in lung cancers. The system’ s performance
was excellent on both fresh frozen and formalin-fixed, paraffin-embedded specimens.
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