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Analysis of NPM mutant-mediated acute myeloid leukemia
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In normal karyotype acute myeloid leukemia (AML), simultaneous mutations in NPM,

IDH, DNMT3A and FLT3 occur frequently. We generated AML mouse model, the onset of which depends on these
four mutant genes. By using these AML model mice, we showed that IDH mutant inhibits differentiation of
cells and is necessary for the maintenance of leukemia stem cells. This study is the first to demonstrate

that IDH mutant is a reasonable therapeutic target for cancer.
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