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We developed a vector system enabling advanced genome editing such as
simultaneous disruption of multiple genes and large chromosomal deletion, and evaluated its applicability
in cultured cells and mice. In cultured cells, multiple targeted mutagenesis for up to seven genes and
chromosomal deletion were demonstrated. In addition, it was shown that simultaneous gene disruption at
multiple gene loci was feasible in mouse embryos by single plasmid injection using an all-in-one vector
carrying Fokl-dCas9, which is known as a highly-specific variant of Cas9.
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