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Relationship between yield performance and allele combination of flowering related
loci in soybean

Sayama, Takashi

2,100,000

I investigated the effects of flowering-related loci of soybean on the growing
period and yield performance with the use of segregated population derived from the cross of two soybean
cultivars, which differ in the genotypes at the six loci. | designed PCR-based markers for each
flowering-related locus to discriminate the genotypes correctly and quickly.

Among the allele combinations at the six loci, | found that different allele combinations exhibited
almost the same growing period. Among these allele combinations, the extension of the pre-flowering
period gave high yield performance. This results are useful in the strategy determination for yield
improvement in soybean. However, the more detailed study is required to verify this result.
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E3 6.5 ns 7.2
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E1asHRN-F CCCATCARAGTTCACGACCCTA
E1asHRM-R CTAACTGGGGTCCCTTCTG ﬁf
£, E1astRV:  CAGTGTCAAMGARGAGGARATCC- | o
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