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The identification and functional analysis of attached gingiva related gene and
protein
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The purpose of this study was to identify the specific gene of attached gingiva.
First, to compare the ability of mesenchymal cells derived from attached gingiva and free gingiva, we
collected them using out growth method. Mesenchymal cell derived from free gingiva had high ability in
cell adhesion, proliferation, and migration, compared with attached gingiva. These data indicated
mesenchymal cells derived from attached gingiva and free gingiva were completely different and we
hypothesized that the mesenchymal cells were involved in the difference of attached gingiva and free
gingiva. Therefore, next we performed the co-culture assay using human squamous cell carcinoma cells and
confirmed that cell adhesion and extra cell matrix molecules are important for keratinization of
epithelial cells. And from cDNA maicroassay data using mesenchymal tissue and epithelial tissue, several
genes were selected as candidate factors of attached gingiva related gene, especially, keratinization.
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