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We tried to identify new genetic loci for alcohol drinking behaviour among

Japanese population. We first tried to examine a cross-sectional study at Aichi Cancer Center and
identified previously reported ALDH2 rs671 as a single significant locus. We extended analysis using
other epidemiological study with genome-scan data, but failed to identify new locus. Therefore, we
changed research focus to identify new diseases which may modified or influence by ALDH2 rs671
polymorphism. We firstly discovered that bladder cancer, formerly regarded as non-alcohol related
cancer as acetaldehyde related cancer when we consider ALDH2 genotype. This association was
replicated in an independent study. Moreover, association between smoking initiation/quitting and

ALDH2 genotype was discovered. For ?osgible_aﬁplication in cancer prevention, we developed risk
prediction model and estimated cumulative risk.
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