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Development of risk evaluation method for environmental chemicals based on the
exposure routes
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The purpose of this study was to develop the risk evaluation method for
environmental chemicals based on the exposure routes. 1) The expression profile of UGT mRNA of
differentiated intestinal epithelial cell-like cells fro Human iPS cells was similar that of human
intestine. 2) The inter-individual differences (3.7-136-fold) in the expression levels of CYP and
UGT mRNAs in human livers were observed. 3) The hepatic and_intestinal glucuronidation_of mono
(2-ethylhexyl) phthalate (MEHP) in humans, dogs, rats and mice was examined in an in vitro system
using microsomal fractions. The metabolic abilities of UGT enzymes expressed in the liver and
intestine toward MEHP markedly differed among humans, dogs, rats and mice. Furthermore, UGT1A3,

gGTlA?, UGT1A9 and UGT2B7 were suggested to play important roles in the glucuronidation of MEHP in
umans.
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