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Mechanism of the nuclear retention of unspoiled RNAs that ensures proper
expression of genomic information

Sakamoto, Hiroshi
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NXF-1 and CRM1 are well conserved among eukaryotes and act as nuclear export
receptors for mRNAs and snRNAs, respectively. EJC is a complex formed just upstream of exon-exon

junctions after pre-mRNA splicing and has various functions in RNA metabolism. Depletion of Y14, a
core component of EJC, in the Nematode C. elegans, results in the cytoplasmic leakage of unspliced
RNAs, which depends on CRM1 and NXF-2, an NXF-1-like protein. Analysis of C. elegans and cultured

cells expressing epitope-tagged NXF-2 showed that NXF-2 interacts with both NXT-1, a nuclear export

factor, and elF4E, a translation initiation factor, and functions as a translation activator when
tethered on mRNA.
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