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A mechanism of leaf formation induced by long intergenic non-coding (linc) RNA
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Focusing on long intergenic non-coding (linc) RNAs generated from the
promoter region of AS2-target gene ETT, we have attempted to investigate mechanisms of development
of adaxial and abaxial domains of leaves in Arabidopsis. However, we failed to amplify the linc RNA
molecules by RT-PCR although a molecule was detected at the corresponding position. We also have
studied mechanisms of formation of AS2 bodies, which are found at the nucleolar periphery, and
supposed to include non-coding RNAs, and its function in leaf development. 1. Our results showed
that the zinc-finger-like (ZFL) motif in AS2, which is similar to the zinc finger-CxxC domain in CpG

binding proteins of vertebrates, is required for the formation of AS2 bodies. 2. AS2 binds the
specific sequence in exon 1 of ETT and the ZFL motif is essential for the AS2 binding. 3. Exon 6 of
ETT contains six CpG sites that are fully methylated. AS2 and three nucleolar proteins are involved
in maintenance of these methylated CpGs.
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