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Development of DNA identification tool in Brassica species applicable to
science education in cooperation with school
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To capture molecular markers that are applicable to species identification
of three Brassica species (B. rapa, B. napus, B. juncea), | screened variations in nucleotide
sequences of chloroplast and nuclear DNA. Detection of DNA polymorphisms were analyzed by PCR-RFLPs
(Restriction fragment length polymorphisms) and PCR-SSCP (Single strand conformation polymorphisms),

but hygervariable loci that enables us to discriminate three Brassica species could not be
captured.
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