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A Common Genetic Variant of the Chromogranin A-derived peptide Catestatin is
Associated with Atherogenesis and Hypertension in a Japanese Population

TAKEKOSHI, Kazuhiro
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CHGA gives rise to cardiovascular/metabolic regulatory peptides, such as
catestatin (CST).While CST is a potent inhibitor of catecholamine secretion. Recently, several SNPs
were identified in the CST domains of CHGA locus in different populations. Among the discovered
SNPs, CST variant allele Ser-364 was associated with blood pressure alteration. In this study, we
examined whether this CST variant alleles exist and influence cardiovascular and metabolic
phenotypes in Japanese population. In 343 participants, the minor allele frequency of CST variant
Ser-364 was 6.10%. The presence of Ser-364 allele was associated with increased in baPW (an index
of systemic arterial stiffness), suggesting an initiation and/or progression atherogenesis and
hypertension. The Ser-364 allele was also associated with elevated systolic blood pressure and pulse

pressure, consistent with increased baPWV.
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Association between baPWV, PP, SBP and CST genotypes.

a) Brachial-ankle pulse wave velocity (baPWV), an index

of systemic arterial stiffness, in Gly364Ser and wild-type

individuals. The baPWV value was measured according

to the method described in experimental procedures. The

baPWV values after adjustment for gender, age, BMI,

hypertension, diabetes, dyslipidemia and smoking are

expressed as mean + SE.

b) PP(pulse pressure) in Gly364Ser and wild-type

individuals. Brachial pulse pressure



(PP) was calculated from SBP and DBP, both measured with 2016/01/21, Chennai, India.

volume plethysmography at the site of the brachial artery. PP
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