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Genome-wide screening of the non-flagellar genes involved in regulation of the
flagellar biosynthesis and function i1n Escherichia coli and Salmonella
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This study was carried out to identify all the E. coli non-flagellar genes
which are potentially involved in regulation of flagellar biosynthesis and function. It was found
that nearly 10% of the genes have negative or positive effects on flagellar gene expression. Most of

them were shown to regulate the expression of the flagellar genes via transcriptional control of
the class 1 flagellar operon. Newly identified sSix genes were shown to encode negative regulators
specific for transcription of the class 2 flagellar operons. Interestingly, some genes were found to

exert negative effects on flagellar function without significant effects on flagellar gene
expression.
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