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Elucidation of the mechanism by which virus inhibits the function of human
anti-virus enzymes and molecular basis of drug discovery
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We have developed a stable-isotope labeling method of the Vif complex, which

contains five proteins. Our method is capable of labeling either Vif or CBFB , while the rest of
the components are unlabeled. Obtained labeled Vif complex can be used to identify the binding sites
of the anti-HIV proteins (A3F, A3G, etc.) and anti-Vif compounds on the Vif complex. We also
obtained the RNA aptamers that bind to the Vif complex with high affinity. On the other hand, we
investigated the influence of the DNA sequence/length and pH on deaminase activity, as well as the
roles of the amino acid residues around the catalytic center of APOBEC3F. We newly found that the
Vif complex inhibits the catalytic activity of the C-terminal domain of A3G. Our efforts will
provide the tools for anti-Vif drug development.
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