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Comprehensive analysis of Arabidopsis myosin XIs

Kohji, Ito
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Arabidopsis possesses 13 genes coding myosin XIs, which operate in the
intracellular transport systems, such as cytoplasmic streaming, vesicular trafficking, organelles
trafficking, and tension maintenance. Because fundamental data for molecular properties are lacking,

physiological functions of each myosin XIs are poorly understood. Therefore we have taken a
comprehensive analysis of molecular properties of 13 Arabidopsis myosin XIs. Pollen-specific myosin
Xls showed high actin-activated ATPase and high velocities. Ubiquitously expressed myosin XIs showed

similar velocity as that of cytoplasmic streamin?. Nuclear membrane specific myosin XI émyosin
XI-1) showed very low actin-activated ATPase and low velocity. These results demonstrated that
angiosperm increased numbers of myosin XIs and gave specific functions on myosin XlIs during the

evolution to sustain highly complicated biological system.
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