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Development of basic technology for production of tiger pufferfish with low
teeth formation to prevent mutual bite.

OKAMOTO, Hiroyuki
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i i In order to reduce tooth cutting procedure to prevent mutual bite in tiger
pufferfish farming, we developed the basic technology for creating individuals whose function of

nine SCPP genes involved in tooth formation was suppressed. The mutants in the genes were
comprehensively searched from about 850 individual which were raised from the mutagenesis treatment

male, but mutants with the suppressed function were not obtained. On the other hand, by genomic
editing technology we succeeded in producing pufferfish with mutations in one of SCPP genes, and the

analysis using variant homozygote individuals is expected in the future.
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