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Roles of the histone variant H3.3 on the distal enhancer of differentiation
specific gene.
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Gene expression during cell differentiation is regulated by the epigenetic
mechanisms, including histone variants, as well as lineage specific transcription factors. Histone
variant H3.3 is known to be deposited in transcribed genes and associated with possibly maintenance
of transcriptional memory. However, the functions of H3.3 on the distal enhancer are still unclear.
In this study, we analyzed the roles of H3.3 on the distal enhancer of differentiation specific
gene. H3.3 was first molecule that was deposited on both the distal enhancer and the proximal
promoter synchronously, suggesting that H3.3 promotes the cooperation between the distal enhancer
and the proximal promoter.
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