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Power balance between HIV-1 Vif and APOBEC3G is critical for viral
replication. Through HIV-1 adaptation study, we found that virus replication capacity varies by
naturally-occurring single nucleotide polymorphisms (nsSNP) within the region proximal to the
splicing acceptor 1 (SAlprox) and SLSAl structure on the HIV-1 genome. Molecular virological
analysis in this study revealed that the change of viral growth ability results from the increase
and decrease in Vif expression levels by nsSNPs. Thus, the nucleotide sequence of SAlprox region is
important for determining the Vif expression level. To investigate how viruses expressing an
extremely low level of Vif adapt themselves to environments with a high APOBEC3G level, we performed

virus adaptation experiments. The results showed that the region other than SAlprox is also
involved in vif mRNA production, and that HIV-1 displays a high adaptation ability even under
circumstances where virus replication is strongly restricted.
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