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Comprehensive analysis using metabolome profiling for investigating new
biomarkers associated with the pathophysiology of acute viral encephalopathy
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Influenza-associated encephalopathy and human herpesvirus 6 encephalopathy
are common forms of acute encephalitis/encephalopathy in Japan. Comprehensive metabolome profiling,
which can analyze around 3,000 metabolites, was applied to discover new aspects of its disease
pathophysiology and new potential biomarkers.

As a result of metabolome ﬁrofiling, kynurenine and quinolinic acid were selected as potential
metabolites associated with the pathophysiology of those two encephalopathies. Trans-endothelial
electrical resistance of the in vitro blood brain barrier model was significantly decreased after
quinolinic acid treatment in culture.
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