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PARK, Myoung-ja

3,700,000
(TAM) 126 27 IL-1B , IL-2,
IL-17 TAM GATAL AMLZ05
250
AMKL EZH2 JAK2 DS-AMKL ANKL
L CBFA2T3-GLIS2 OTT-MAL TAM  DS-AMKL

Cytokine analyses of 27 serum cytokines in 126 patients with transient
abnormal myelopoiesis (TAM) in Down syndrome (DS), revealed high value of IL-13 , IL-2, and IL-17,
but specific cytokine for TAM was not found. Eight patients having GATA1 mutation were found in 250
patients with acute myeloid leukemia (AML) and association of the 8 patients with clinical features
was examined.

Cohesin complex, EZH2, and JAK2, which were frequently found by whole-exome sequencing in DS-acute
megakaryoblastic leukemia (AMKL) were not found in any patients with non-DS AMKL. No CBFA2T3-GLIS2
or OTT-MAL chimeric RNAs were found in TAM and DS-AMKL, suggesting that DS-AMKL was biologically

different disease entity from non-DS-AMKL.
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