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Novel treatment for non-alcoholic hepatitis inducing human brown adipose tissue
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Brown adipocytes play a central role in regulating metabolism and
generating metabolic signals. They are also important to maintain metabolic homeostasis by
adjusting energy expenditure. However, these cells are not yet well-understood and the
tissue-specific presence of uncoupling protein 1 (UCP-1) is a promising lead to gain further
understanding. Pheocromocytomas are known to have a tendency to grow into surrounding adipose tissue

and become brown adipose tissue. We have successfully collected and cultured these cells from a
patient with a pheocromocytoma. There is very little knowledge about Brown adipocytes except for the
presence of UCP-1. We performed fluorescence-activated cell sorting combined with a UCP-1 specific

aptamer. Cell surface makers were detected using gene-tip analysis and showed CD9, CD177, CD200
positive and CD40, CD44, CD109: negative.
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UCP-1

SmartFlare, Millipore
Corporation, MA, USA
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