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Investigation of regulating system in histone mRNA and microRNA expression in
upper digestive tract cancer
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Upregulation of multiple histone mRNA and downregulation of several microRNA
(miR-760, miR-1276, and miR-4766-5p) which were targeting 3" untranslated regions of histone mRNAs
were observed in gastric adenocarcinoma and esophageal squamous cell carcinoma. However,
overexpression of these microRNAs could not change the cellular function of histone mRNA expression
in cancer cells. Therefore, another mechanism is thought to be involved in regulating histone mRNA
and microRNAs except for direct binding od these RNAs. In this study, we proposed a new mechanism

th?} circular RNA might act as microRNA sponges and downregulated histone mRNAs in gastric cancer
cells.
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] Mormal = Tumor microRNA
Histone mRMNA (n=3) (n=3) Tumor/Mormal (Concerved)
HIST1H3G 0.03 361 135.25 NF
HIST1H3C 0.03 073 2750 miR-760
HISTIH2BL | 0.03 0.71 2675 miR-760
HISTIH2BF | 0.16 214 1335 miR-6807-3p
HIST1H3! 0.07 077 1150 miR-760
HIST1H2BI 0.03 031 1033 miR-760
HISTIHZAL | 0.11 1.08 9.56 miR-760
HIST1H2BM | 0.14 136 947 miR-760
HISTIH2AH | 012 113 9.44 miR-760
HIST1H2AI 0.08 0.70 8.40 miR-9-5p
HIST1H3F 0.07 0.56 8.40 miR-760
HIST1H4B 0.13 1.00 787 NF
HIST1H1B 0.13 1.01 760 miR-760
HISTIH2BH | 1.28 8.11 6.32 mir-182-5p
HIST1H3H 0.80 468 5.85 miR-760
HISTIH2AM | 037 210 574 miR-760
HISTIHZAE | 3.43 19.41 5 66 miR-9-5
HIST1H4I 0.48 213 441 NF
HISTIH2AJ | 017 0.69 404 miR-760
HISTIHZAG | 0.34 134 3.94 NF
HIST2HZAC | 0.80 314 392 NF
HIST1H3J 0.24 0.92 382 miR-760
HIST1H1D 0.60 218 361 miR-760
HIST1H4E 0.78 266 340 NF
HIST1H4D 0.67 228 340 miR-328-3p
HIST2H2BF | 137 439 321 miR-760
HISTIHIC | 3190  101.71 319 miR-760
HIST2H2AB | 0.06 0.18 312 NF
HISTIH2BN | 0.21 0.64 3.05 miR-760
HIST1H4H 1.32 402 3.04 miR-9-5p
HISTIH2BD | 1554 4247 273 miR-194-5p
HISTIH2BK | 1747 4768 273 NF
HISTIH2AK | 0.26 0.62 240 miR-760
HIST3H2A 3.31 7.92 239 miR-760
HISTIH2AB | 0.23 0.50 219 miR-760
HISTIH2BJ | 1.94 4.00 2.06 NF
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