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Approach for identification of novel causative genes in male infertility
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To identify novel causative genes of male infertility, we searched for genes
related to semen parameters using men from the general population and fertile men. And we tried to
search for risk loci for azoospermia using azoospermic patients and their families. We identified a
locus associated with sperm motility by genome-wide association studies. And we identified candidate
genes responsible for the risk of azoospermia using whole-exome sequencing of families. Moreover,
we identified several SNPs significantly associated with male infertility.
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