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on microbiome analysis
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The genus Lactobacillus species prevent invasion and proliferation of
pathogenic bacteria in the vaginal flora, while its composition changes with health condition,
sexual intercourse and pregnancy. We collected vaginal secretions of non-pregnant women, pregnant
women and commercial sex worker (CSW). Vaginal microbiota was analyzed by Terminal Restriction
Fragment Length Polymorphism (T-RFLP) method and 16S metagenomic analysis method, and based on the
results of vaginal microbiota composition ratios, cluster analysis and diversity analysis was
carried out. In addition, vaginal secretions were cultured and the isolation rate of Lactobacillus
species was calculated. It has become clear that controlling female vaginal flora by using
probiotics and so on for prevention of female genital infections and premature birth could be a new
treatment method for infectious diseases.
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