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Development of simple oral halitosis detection kit using culture method

TSUZUKIBASHI, Osamu
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Veillonella

Halitosis affects about one in four adults and frequently is caused by
bacteria infecting the dorsal surface of the tongue and producing volatile sulfur compounds (VSCs).
The aim of this study was to develop of the simple oral halitosis detection kit using culture
method. This study was approved by the Ethics Committee of Nihon University School of Dentistry,
Matsudo (EC 12-014). Halitosis was confirmed by means of organoleptic assessment and VSC levels
measured using sensor gas chromatograph, ODSA-P2 (FIS, Hyogo, Japan).

It was indicated that the simple oral halitosis detection kit using culture method developed in
this study is useful clinically, and can greatly contribute to the halitosis diagnosis.

Moreover, after investigating of oral bacteria concerned with halitosis, it was suggested that
genus Veillonella correlated with halitosis principally.
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5 . 1 3 . 3 8 . 3 Bacteria species
Total H.S CHsSH (CHa2):S
Fusobacterium nucleatum 32085.2 17174.7 14910.5 0
Porphyromonas gingivalis 31708.8 15030.2 16678.6 0
Prevotella nigrescens 18523.2 17537.1 986.1 0
2 Prevotella intermedia 16357.6 14301.2 2056.4 0
. Veillonella atypica 14484.5 12041.7 2442.8 0
Fig.3
. Veillonella dentocariosi 11829.6 11829.6 0 0
Veillonella
Veillonella rogosae 11860.3 11860.3 0 0
Veillonella dispar 11679.1 11679.1 0 0
P<0.05
Veillonella parvula 11594.7 10186.7 1408.0 0
. Neisseria sicca 10954.1 10133.0 821.1 0
53.6% Veillonella
A. actinomycetemcomitans 9673.5 8835.1 838.4 0
27.2%
. Veillonella tobetsuensis 9588.5 9588.5 0 0
Fig.3
Tannerella forsythia 6246.5 6246.5 0 0
100% * P=<{).05
9% Streptococcus sanguinis 4909.3 2792.1 2117.2 0
M
= Actinomyces israelii 4977.5 4977.5 0 0
e B ot ooy o)
0% Streptococcus salivarius 3758.7 3206.5 0 0
% =
Rothia aeria 3303.6 3262.8 40.8 0
0%
3% Actinomyces oris 2727.4 440.5 2286.9 0
s Streptococcus oralis 2577.7 2577.7 0 0
10%
™ Leptotrichia buccalis 2048.2 1683.7 364.5 0
Anaerobe  Streptococcns Fasobacteriom Vallooclls P givgivalis
Corynebacterium durum 1753.6 541.5 1148.0 64.1
3 VSC
. Rothia dentocariosa 1735.5 729.8 938.5 67.2
Table 2 Fusobacterium
N N R C. matruchotii 1165.5 361.3 804.2 0
nucleatum P. gingivalis Prevotella
nigrescens Prevotella intermedia
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