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Non-invasive monitoring and biomass estimation of salmonid fish using
environmental DNA
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i i Monitoring and biomass estimation of wild organisms are of central
importance in conservation biology. However, aquatic organisms are difficult to monitor because of

their difficulties in catch and visual observations in the wild. i o
In this study, we aimed to establish a new molecular method for monitoring and biomass estimation of

salmonid species in the wild. We use environmental DNA, which is defined as DNA from environmental
media (e.g., water for fish), in order to identify and estimate the amount of wild organisms nearby.

Results from our rearing experiments, together with our trials in rivers and the ocean, suggest
that environmental DNA we detected indeed reflects the presence/absence and spatio-temporal

variation in salmonid species.
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