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Whole-body functional analysis of the BAF complex in the visualized zebrafish
nervous system using genome editing
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When specialization #differentiation) of each tissue or organ occurs during
development of an individual animal, a set of genes are selectively used in each tissue/organ. In
order to investigate the role of the BAF complex that is thought to ?overn the regulation of gene
expression in differentiation into nerve tissue, we used a genetically modified zebrafish whose
nerve tissue is visualized with fluorescent proteins. Genetic disruption of BAF complex genes by
genomic editing technology was conducted on these transgenic fish lines. Several lines of genome
edited zebrafish disrupted in the BAF45b gene were generated. These fish lines will be very useful
for a functional analysis of the BAF complex in development of the nervous system. We continue to
study developmental dysfunction of the nervous system in these fish.
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