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Developmental biology of the appendicularian, Oikopleura dioica: Tool development
and study of developmental phenomena.
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The apppendicularian, Oikopleura dioica, is a planktonic tunicate with a chordate
body plan. It is proposed as a simplest model chromate because of its transparency, small cell number,
simple body organization, and rapid development. This study aimed to develop genetic approaches and study
developmental phenomena of 0. dioica. Several major progresses are made during the 2 years for research
Eeriod: (1) RNA-seq and de novo assemble of mRNAs in eg%s and larvae were carried out; (2) A new gene

nockdown phenomena induced by double-stranded DNA was found and reported as DNAi; (3) A morphological
atlas of adults based on scanning electron microscopic observation was generated; (4) Trunk epidermis
patterning and assynmetries of cell lineage of adult body were described with the aid of live imaging
techniques; (5) A easy-to-use protocol to detect mRNAs in embryos was developed; and (6) Genome and
developmental transcriptome databases are under constructions.
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