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SEGMENTED EMBRYO

The analysis of SEGMENTED EMBRYO gene involved in rice embryo development

Yoshikawa, Takanori
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Rice segmented embryo (sem) mutant, identified from the rice variety

Taichung 65 population mutagenized with N-methyl-N-nitrosourea, develops multiple embryo derived
from one fertilized egg cell. In the procedure of embryo development, sem showed abnormal polarity,

leading to the segmentation of embryo in the peripheral region of immature embryo. SEM gene encodes
an enzyme involved in the mevalonic acid biosynthetic pathway, and wild-type embryo treated with the

inhibitor of the mevalonic acid biosynthetic pathway exhibited malformed multiple embryo similar to
the sem embryo. These results suggested that metabolites derived from the mevalonic acid
biosynthetic pathway play the pivotal role in the construction of embryo polarity and subsequent
organ development in rice.
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