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Yuichiro Hori  Fluorescence Imaging of Endogenous Biomolecules Using Synthetic Fluorogens and Proteins
Chemical Biology Mini-Symposium 2019
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Shiro Suetsugu The date analysis of the coordinates of molecule from super-resolution microscopy for the
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2019

Shiro Suetsugu The role of the lipid composition on the membrane deformation by the BAR domain proteins
EMBO Workshop Caveolae and nanodomains: Translating structural principles and dynamics into function
2019

Shiro Suetsugu The mode switch of endophilin membrane deformation based on packing-defects and
electrostatic charge %5 60 [EI[EFRAEHE 4472 ICBL2019. 2019
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Mitsuo Osuga, Tamako Nishimura, Shiro Suetsugu Development of the Green Photo-switchable Fluorescent
Protein with Fixation Resistance a Variant of Eos Fluorescent Protein. ASCB/EMBO 2019 meeting 2019
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Mitsumasa Koyanagi, Baoguo Shen, Takashi Nagata, Lanfang Sun, Seiji Wada, Satomi Kamimura, Eriko Kage-
Nakadai, Akihisa Terakita Diversity of animal rhodopsins and their potentials for optical regulation of cell

signaling % 9 EDGHEMEATFES 2017

Tomoka Saito, Mitsumasa Koyanagi, Tomohiro Sugihara, Kentaro Arikawa, Akihisa Terakita Detergent-free
approach to spectral tuning mechanisms of long-wavelength-sensitive opsins in butterfly The 8th Asia &
Oceania Conference on Photobiology 2017

Mitsumasa Koyanagi  Diversity of non-visual animal opsins and their optogenetic applications ~H AN A=
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Takashi Nagata, Mitsumasa Koyanagi, Robert Lucas, Akihisa Terakita Dark-active and light-inactivated G
protein-coupled receptors based on an animal opsin, peropsin  H AWML TS5 56 [AI4ES 2018

Mitsumasa Koyanagi Functionality of bistable animal opsins for optogenetic regulation of cellular signal
transductions  18th International Conference on Retinal Proteins 2018

Takashi Nagata, Mitsumasa Koyanagi, Robert Lucas, Akihisa Terakita Peropsin as a potential light-
inactivated G protein-coupled receptor 18th International Conference on Retinal Proteins 2018

Seiji Wada, Baoguo Shen, Emi Kawano-Yamashita, Takashi Nagata, Masahiko Hibi, Satoshi Tamotsu,
Mitsumasa Color opponency with a bistable pigment parapinopsin in the zebrafish pineal organ 18th
International Conference on Retinal Proteins 2018

Mitsumasa Koyanagi Optical regulation of GPCR signalings using bistable animal opsins st International
Symposium on Interdisciplinary Approaches to Integrative Understanding of Biological Signaling Networks
2019
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Spectral tuning in butterfly long wavelength-sensitive visual opsins FASEB SRC The Biology & Chemistry
of Vision 2019
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Mitsumasa Koyanagi, Seiji Wada, Baoguo Shen, Takashi Nagata, Akihisa Terakita Color dependent light
regulation of cell responses by a non-visual bistable opsin parapinopsin 2019 ESP-IUPB World Congress
2019
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Mitsumasa Koyanagi Light regulation of cell responses by animal rhodopsins 9th Asia and Oceania
Conference on Photobiology 2019
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Taichiro Tomida, Kimitaka Yamaguchi, Masanori Ito, Shingo Murakami, Yoshinori Mikami, Satomi Adachi-
Akahane Dynamics and regulation of inflammatory JNK signaling revealed by FRET imaging and systems-
analysis. 62nd Biophysical Society Annual Meeting 2018

Taichiro Tomida, Kimitaka Yamaguchi, Masanori Ito, Shingo Murakami, Y oshinori Mikami, Satomi Adachi-
Akahane Systems-analysis of inflammatory JNK signaling using live-cell FRET imaging.
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& HK—HBF  Systems analysis of inflammatory JNK / p38 MAPK signaling by FRET imaging. IPR seminar
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Inaba, T., Miyamoto, Y., Iwamoto, K., Okada, M., and Sako, Y. Single cell analysis of NF-kB dependent gene
expression and translocation into the nucleus. Single Cell Science Symposium “Technology Meets
Biology2017.7.6

Okamoto, K. and Sako, Y. Single-molecule FRET measurement for conformational dynamics and in-cell
structural states of biomolecules. INP-2017, The International Nanophotonics Symposium 2017.8.25-26

Okamoto, K., Maeda, R., and Sako, Y. Single-molecule FRET measurement for EGFR-RAS-MAPK signal
transduction pathway. Deciphering complex energy landscape and kinetic network from single molecules to
cells: a new challenge to make theories meet experiments 2017.9.3-8

Arata, Y., Shindo, Y., Takagi, H., and Sako, Y. Particle tracking analysis of gustulation in C., elegans embryos.
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Miyamoto, Y., Ariyoshi, T., Inaba, T., Iwamoto, 1., Hase, K., Sako, Y., Okada, Y., and Okada, M. Single-cell
cytoplasmi-nuclear shuttling of transcription factor NF-kB is auto-regulated by the expression level. 5 55 [F]

HAAE 22 2017.9.19

Yanagawa, M., Hiroshima, M., Togashi ,Y., Yamashita, T., Shichida, Y., Murata, M., Ueda, M. and Sako, Y.
Single-molecule imaging-based estimation of GPCR activity. 5 55 [0] H KM E 242> 2017.9.19

Hiroshima, M., Tomishige, N., Ueda, M. and Sako, Y. Cholesterol mediated cluster formation if indispensable
for the downstream signaling of epidermal growth factor receptor. 5 55 [0] H RS H-2 2017.9.19

Yoshizawa, R., Umeki, N., Yanagawa, M., Murata, M., and Sako, Y. p52SHC tranlocation to the plasma
membrane of MCF7 cells. % 55 [0l H AW F 542 2017.9.19

Maeda, R., Sato, T., Okamoto, K., and Sako, Y. Lipid-protein cooperativity in the regulation of juxtamembrane
domain dimer formation in epidermal growth factor receptor. 55th Annual Meeting of the Biophsyical Society
of Japan 2017.9.20

Okamoto, K. and Sako, Y. Single-molecule FRET measurement of the insrinsically disordered C-tail domain of
the epidermal growth factor receptor. 5 55 [A] H AR BL 722 2017.9.20

Inaba, T., Miyamoto, Y., Iwamoto, K., Shinohara, H., Okada, M., and Sako, Y. Analysis of NF-kB cluster
formation in the cell nucleus. 5 55 [B] H AW ELFR4FES 2017.9.20

Takagi, H., Miyanaga, Y., Hiroshima, M., Sako, Y., and Ueda, M. Spaatial distribution analysis of membrane
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Maeda, R., and Sako, Y. Lipid-protein interaction at the juxtamembrane domain regulates dimerization of
epidermal groth factor receptor. The 6-th International Symposium on Dynamical Ordering of Biomolecular
Systems for Creation of Integrated Functions. 2018.1.20
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Hiroshima, M., Yasui, M., Kozuka, J., Sako, Y., and Ueda, M. In cell automated single-molecule analysis and
its extensive applications. 56th Annual Meeting of the Biophysical Society of Japan, Symposium “New trends
in bioanalysis based on single molecule biophysics” 2018.9.15

Nakamura, Y., Hibino, K., Yanagida, T., and Sako, Y. Single-molecule analysis of a cell signaling protein, SOS.
56th Annual Meeting of the Biophysical Society of Japan, “The 7th Award Seminar for outstanding Biophysics
and Physicobology paper” 2018.9.15

Maeda, R., Sato, T., and Sako, Y. Membrane-protein interplay in the dimerization of juxtamembrane domains
of epidermal growth factor receptor. i 56 [F] H AW BE# 23 4F2 2018.9.16

Okamoto, K. and Sako, Y. Structural information of intrinsically disordered C-terminus domain of the EGFR
revealed by changing solution condition. &5 56 [A] H A4 # W) Bl 7225 2018.9.16

Inaba, T., Iwamoto, K., Okada, M., and Sako, Y. Analysis of NF-kB clusters and transcriptional intiations. 5
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Yoshizawa, R., Umeki, N., Yanagawa, M., Murata, M., and Sako, Y. Regulation of Grb2 signaling dynamics
by p52She scaffold protein in MCF7 cells. £ 56 [A] H AW 742> 2018.9.17

Sako, Y. Sinlgle-molecular pharmacology of GPCRs. The 3rd Biosignal Research Center International
Symposium “Modulation of GPCR Signaling by Membrane Heterogeneity and Molecular Clustering”
2018.9.18

Sako, Y. Lateral mobility of GPCRs reflects their activation kinetics. The 91st Annual Meeting of the Japanese
Biochemical Society Symposium “Understanding biological systems from multi-order kinetics” 2018.9.26

Sako, Y. Single-molecule pharmacology of G protein-coupled receptors”, 1st International symposium on
Interdisciplinary Approaches to Integrative Understanding of Biological Signaling Networks. 2019.2.1

Tomohide Saio, Applications of paramagnetic lanthanide ions in NMR and ESR, International IPR Seminar -
Open up a new era of structural biology with advanced NMR study-, 2019

Tomohide Saio, Structural and kinetic insights into molecular chaperones, International Symposium on Protein
Folding and Misfolding-related Aggregation, 2019

Tomohide Saio, Structural and kinetic basis for functional modulation of a molecular chaperone, 8th Asia-
Pacific NMR Symposium, 2019

Tomohide Saio, Exploring conformational states of a protein enzyme using paramagnetic lanthanide ions,
Biometal Science 2019, 2019

H. Kawamukai, S. Takisita, T. Saio, K. Ishimori, Measurement of interdomain distance of a multidomian protein,
CSE International Student Symposium 2019, 2019
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752 & HE “Protein structure and dynamics by solution NMR”  ASUKA Symposium 20192019
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Tomohide Saio, On and off between molecular chaperones and clients: Appropriate distance and timing for
protein folding, 21st Hokudai-RIES International Symposium2020
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Tomohide Saio, Mechanistic insights into a molecular chaperone in protein folding and degradation, 2021
virtual Cold Spring Harbor Asia Conference2021
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Masahiro Tomioka, Yuichi lino. The function of axonal DAF-2c¢ signaling in taste avoidance learning in C.
elegans. 22nd International C. elegans Meeting 2019
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Masahiro Tomioka The cooperative action of IR isoform signaling in a single neuron in behavioral plasticity.
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INFEA, WA I, FA41T5  Development of a biosensor for the plasma membrane lipid asymmetry  29th
International Conference on Yeast Genetics and Molecular Biology (ICYGMB) 2019
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K. Katayama, R. Suno, K. Suzuki, S. Iwata, H. Kandori  Vibrational spectroscopic approaches for
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H. Kandori Light-induced difference FTIR spectroscopy of rhodopsins 10th International Conference on
Advanced Vibrational Spectroscopy 2019
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S. Shigemura, S. Hososhima, H. Kandori, S. Tsunoda Study of monovalent cation selectivite
channelrhodopsin Gt CCR4 for optogenetics The 42nd Annual Meeting of the Japan Neuroscience Society
and The 62nd Annual Meeting of the Japanese Society for Neurochemistry, July 25-28, 2019
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H. Kandori  Retinal Proteins in Microbes: Diversity and Mechanisms 17th International Congress on
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Congress on Photobiology, Symposium “Femtobiology” 2019
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M. Sugiura, K. Yoshida, S. P. Tsunoda, H. Kandori Effect of pH and metal ion on the activity of enzyme
rhodopsins  17th International Congress on Photobiology 18th Congress of the European Society for
Photobiology 2019
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Society for Photobiology 2019
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M.Singh, A ILU#FK, O.Béa, #HLF5#f  Anion binding to mutants of the Schiff base counterion in
heliorhodopsin 48C12 ISSP U—72 v g v/ [LFF— L& L7 G DO IHERERBLO M L L)
2019

(HpNEEH, AR, LM RE . mRAL. HFEE—. Oded Béja, #EFHH LFF—Lziad5
VOV BRI LRWREW R 0 R v Oeikme#lS ISSP UV —2 v a v [LFF— Xy
B DOIHERERBLOMPL & L5 2019

e KEGBE, IR, A HFEklE, IS F|EHAR Y Y —EBAEONINE AT I 7 AD
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KT, SBFPHEE, M. Singh, H EZE—. O.Béa, MHFHH 4 5O KAA b~V A4na R
UMBOMNISHE A FT I A ISSPU— 27 g v [LFF— & X7 O HEHEFEL D
WEE L (k) 2019

H. Kandori Novel Microbial Rhodopsins: Molecular Mechanisms and Optogenetic Applications 2 11 [A]
JCHRERIZEZ 2019

S. Hososhima, S. Shigemura, H. Kandori, S. Tsunoda A High light-sensitive channelrhodopsin from
cryptophyte 25 11 EDEEAEMIZES 2019

S. Shigemura, S. Hososhima, H. Kandori, S. Tsunoda Monovalent metal cation selectivity channelrhodopsin
Gt CCR4 5 11 [EDEHEAEIFTES 2019

M. Sugiura, K. Yoshida, M. Hibi, S. Tsunoda, H. Kandori = Asymmetric pH effect of rhodopsin
phosphodiesterase 25 11 EDEHAEMFZES 2019

R. Tashiro, K. Sushmita, S. Kateriya, H. Kandori, S. Tsunoda  Molecular mechanisms of a novel
channelrhodopsin Ts_ Rh3 % 11 EEEAEMFIES 2019

H.Kandori Panama Canal Model for Active Transport and One Exception 10th Toyota RIKEN International
Workshop on “Science of Life Phenomena Woven by Water and Biomolecules” 2019

EAR K, MBEME T, MEREE., AHR 72T 7 RRKDONLZTF vy pa RTFY v
DOICHERE 55 13 Bl R FER S 2019

M. Sugiura, K. Yoshida, M. Hibi, S. Tsunoda, H. Kandori pH dependent activity change of the enzyme
rthodopsin 2 13 [ 7B FEwme 2019

K. Katayama, S. Nakamura, T. Sasaki, H. Imai, H. Kandori Role of GInl114 in spectral tuning of a long-
wavelength sensitive visual pigment The 57th Annual Meeting of The Biophysical Society of Japan 2019

M. Iwaki, T. Nishikino, H. Terashima, M. Homma, H. Kandori The cation-induced structural changes in the
Na+-driven flagellar stator studied by ATR-FTIR The 57th Annual Meeting of The Biophysical Society of
Japan 2019



S. Tsunoda, S. Hososhima, H. Kandori Electrophysiological study and Optogenetics application of inward-
directed proton-pumping rhodopsin, NsXeR The 57th Annual Meeting of The Biophysical Society of Japan
2019

R. Abe-Yoshizumi, A. Muto, H. Kandori Molecular properties of Heliorhodopsin from Actinotalea fementans
The 57th Annual Meeting of The Biophysical Society of Japan 2019

M. Konno, K. Inoue, R. Ghai, O. Béja, H. Kandori Characterization of the inward proton transport pathway
in Schizorhodopsin  The 57th Annual Meeting of The Biophysical Society of Japan 2019

S. Hososhima, S. Shigemura, H. Kandori, S. Tsunoda Novel optogenetics tool: A light-gated cation channel
with high-reactivity to weak light The 57th Annual Meeting of The Biophysical Society of Japan. 2019

Y. Yamauchi, M. Konno, D. Yamada, K. Yura, K. Inoue, O. Béja, H. Kandori Engineering microbial
rhodopsin without retinal-binding lysine to gain photosensitive function The 57th Annual Meeting of The
Biophysical Society of Japan 2019

S. Tomida, H. Kandori, Y. Furutani  Time-resolved FTIR spectroscopy for studying molecular mechanisms of
sodium and lithium ion transportation of Krokinobacter rhodopsin 2 The 57th Annual Meeting of The
Biophysical Society of Japan 2019

K. Agata, D. Yamada, H. Kandori Molecular properties of light-dependent homo-oligomerizing At CRY?2
The 57th Annual Meeting of The Biophysical Society of Japan 2019

T. Sasaki, K. Katayama, H. Imai, H. Kandori Different structural dynamics between cone pigments and
rhodopsin revealed by FTIR spectroscopy The 57th Annual Meeting of The Biophysical Society of Japan
2019

S. Shigemura, S. Hososhima, H. Kandori, S. Tsunoda Study of cation channelrhodopsin Gt CCR4 from
cryptophyte for optogenetics The 57th Annual Meeting of The Biophysical Society of Japan 2019

Y. Nakajima, H. Kandori Effects of the L/Q switch on color tuning of heliorhodopsin The 57th Annual
Meeting of The Biophysical Society of Japan 2019

R. Mizutori, M. Konno, K. Inoue, O. Béja, H. Kandori Molecular characterization of heliorhodopsin from
marine giant virus light-dependently infecting to Emiliania huxleyi The 57th Annual Meeting of The
Biophysical Society of Japan 2019

M. Watari, T. Tatsuya, H. Hutamata, D. Yamada, W. Shihoya, K. Yoshida, Y. Furutani, S. Tsunoda, O. Nureki,
H. Kandori Structural features of enzyme rhodopsins revealed by infrared spectroscopy The 57th Annual
Meeting of The Biophysical Society of Japan 2019

M. Sugiura, K. Yoshida, M. Hibi, S. Tsunoda, H. Kandori Asymmetric pH effect on the enzyme rhodopsin,
Rh-PDE The 57th Annual Meeting of The Biophysical Society of Japan 2019

K. Suzuki, K. Katayama, R. Suno, H. Kandori Ligand recognition and activation mechanism in muscarinic
acetylcholine receptor M2 (M2R) study by ATR-FTIR spectroscopy The 57th Annual Meeting of The
Biophysical Society of Japan 2019

R. Tashiro, K. Sushmita, S. Kateriya, H. Kandori, S. Tsunoda Electrophysiological analysis of a novel
channelrhodopsin Ts_Rh3  The 57th Annual Meeting of The Biophysical Society of Japan 2019

M. Hashimoto, K. Katayama, M. Singh, Y. Furutani, H. Kandori Mapping of aspartic acids to probe protein
structural changes by FTIR spectroscopy The 57th Annual Meeting of The Biophysical Society of Japan
2019

S. Hanai, K. Katayama, T. Sasaki, H. Imai, H. Kandori Ptotochemical reactions of a primate blue-sensitive
pigment by spectroscopy The 57th Annual Meeting of The Biophysical Society of Japan 2019

K. Maeda, M. Kumagai, D. Yamada, Y. Terai, J. Yamamoto, H. Kandori Elucidation of the repair mechanism
of <6-4> photolyase by infrared spectroscopy with T(6-4)C The 57th Annual Meeting of The Biophysical
Society of Japan 2019

A. Muto, R. Yoshizumi, H. Kandori Function study of heliorhodopsin using native bacteria The 57th Annual
Meeting of The Biophysical Society of Japan 2019
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FH{EKER, K. Sushmita, S. Kateriya, ffHF5H], A HE EXAEHEPHIMRITICL 20Ty xre
722 Ts_Rh3 O 43 RV 25 9 [B] CSI b7 = A & 2019. 2019
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%7 = 2% 2019. 2019
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Doy FREERHE 5 42 8] AR FAEMFRFES 2019

FH{ELKER, K. Sushmita, S. Kateriya, ffHF5H], A HE EXAEHETPHIMBITICL 21Ty re
7'V Ts_Rh3 DA A Wik A 71 = X LW 5 42 18] HARS AW TSFS 2019
M. Singh, A. Pushkarev, K. Inoue, W. Shihoya, O. Nureki, O. Béja, H. Kandori Characterization of a novel

sub-family of rhodopsin (Heliorhodopsin), spectral tuning and anion binding to counterion mutants in 48C12
ISAJ 2019 (Indian Scientist Association in Japan) 2019
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HAEKRR, K. Sushmita, S. Kateriya, fEF5#, AHE HF A F vy xr/m 7 Ts Rh3 O
== T RAART 4 7 AfRAT 5 7 18] kA R A T2 ARy ORI - BEREREAT > O 4 1R EHT B
T HHFEE 2020

WERBRBE AL D IR AT 55 7 18] RFk % R 2 T2 ARy 1 O S - BERERENT > 5 2y 13 a T B
T DS 2020

AT TR, REAEA, (HHKRE ., #ETHE#  T(6-4)C & A 7=(6-4) el E RS OMGRRME  H7
o] ffsk % BAE 2 72 BRSO « BERERRIT 7> D iR EHC B %82 2020
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HEHB | 2 RIS, W IUBER, 4 HERE, #PEU5 8 Stractural change of a primate blue-sensitive
pigment by photochemical reaction % 7 [ 2k & FUAE X 7o ARy DAEIE « BREEFEAT 20 & 70 F-iXETHIC
B4 oak9E= 2020

HEFH FY RV ERST 0WOBLEXZD 2004 4 Utk FYLEF TGS 2020

(HNEE, S BEPHERE, HF EE— MG MEEEMERESE Guillardia theta (2351 2 A K7 v >
FEE LA DORBMENT 5 61 [al H AWM AHESHES 2020

K. Katayama, K. Suzuki, R. Suno, H. Kandori FTIR study of visual and non-visual G protein-coupled
receptors  H A L2 5 100 FFES 2020

K. Katayama, K. Suzuki, R. Suno, H. Kandori Conformational dynamics upon ligand binding in muscarinic
acetylcholine receptor revealed by FTIR spectroscopy 5 20 [F] H A% HE B2 4F2 2020

K. Suzuki, K. Katayama, R. Suno, H. Kandori  Analysis of ligand recognition and activation mechanisms in
muscarinic acetylcholine receptor 2 (mACR2) by ATR-FTIR spectroscopy £ 20 [l H AR AE R 2R Fa
2020

M. Hashimoto, K. Katayama, M. Singh, Y. Furutani, H. Kandori Mapping analysis to probe the local/global
conformational changes in proteins by FTIR spectroscopy with aspartic acid scanning 2 20 [A] H A& F'E

B 2020

HEFHRE EEEFEY—LE LTOHHe R U O HAREYYIIFSSEREST VRY Y
A 2020

AR, IR, UG58 Spectroscopic study of cation binding to a TAT rhodopsin mutant 57
gl 74 2 Hid 2020
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HEHRZT T INRER, e RPOBE, AP, PHIRSRE  IRENSPEIC £ 2 BRIAF R E O ik
WG D RFERA Y T4 URfiRE 2020

K. Katayama, Y. Takeyama, A. Enomoto, H. Imai, H. Kandori Disruption of hydrogen-bond network in
rhodopsin mutations cause night blindness The 58th Annual Meeting of the Biophysical Society of Japan 2020

R. Abe-Yoshizumi, A. Muto, H. Kandori  Expression of Heliorhodopsin in Actinotalea fermentans The 58th
Annual Meeting of the Biophysical Society of Japan 2020

M. Singh, K. Katayama, O. Béja, H. Kandori Anion binding to mutants of the Schiff base counterion in
heliorhodopsin  The 58th Annual Meeting of the Biophysical Society of Japan 2020

Y. Yamauchi, M. Konno, K. Inoue, H. Kandori  Gene expression analysis of microbial rhodopsins from marine
algae Guillardia theta The 58th Annual Meeting of the Biophysical Society of Japan 2020

M. Sugiura, S. Tsunoda, M. Hibi, H. Kandori = Molecular properties of eight novel rhodopsin
phosphodiesterases (Rh-PDEs). The 58th Annual Meeting of the Biophysical Society of Japan 2020

K. Suzuki, K. Katayama, R. Suno, Y.Sumii, N. Shibata, H. Kandori Infrared spectroscopic study for
elucidating ligand recognition mechanism of human M2 muscarinic acetylcholine receptor The 58th Annual
Meeting of the Biophysical Society of Japan 2020

R. Tashiro, K. Sushmita, S. Kateriya, H. Kandori, S. P. Tsunoda Importance of the C-terminal region in cation
channelrhodopsin Ts_Rh3  The 58th Annual Meeting of the Biophysical Society of Japan 2020

M. Hashimoto, K. Katayama, M. Singh, Y. Furutani, H. Kandori Mapping of the local environmental changes
in proteins by FTIR spectroscopy with aspartic acid scanning The 58th Annual Meeting of the Biophysical
Society of Japan 2020

S. Hanai, K. Katayama, T. Sasaki, H. Imai, H. Kandori Photochemical dynamics of a primate blue-sensitive
pigment by spectroscopic study The 58th Annual Meeting of the Biophysical Society of Japan 2020



K. Maeda, M. Kumagai, D. Yamada, Y. Terai, J. Yamamoto, H. Kandori  Elucidation of the repair mechanism
of (6-4) photolyase by low-temperature FTIR spectroscopy The 58th Annual Meeting of the Biophysical
Society of Japan 2020

A. Muto, R. Abe-Yoshizumi, H. Kandori Study on physiological functions and physical properties of
heliorhodopsin possessed by Rhodococcus bacteria The 58th Annual Meeting of the Biophysical Society of
Japan 2020

T. Sugimoto, K. Katayama, H. Kandori Spectroscopic study of cation binding to a TAT rhodopsin mutant
The 58th Annual Meeting of the Biophysical Society of Japan 2020
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BiLdHoo, M-, AER, $EEE 7o bRy 7 a RV U OREN O R A
2 ARSI SRR 2 2021
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Yugo Shimizu, Masanori Osawa, Kazuyoshi Ikeda Development of data curation and integration protocol for
chemical library in early drug discovery CBI %% 2019 4F K% 2019

aky —gE fEEELL B M Moo £ B L BIESLF KIE [EH Elucidation
of the inhibitory mechanism of a sea anemone toxin, APETx1, targeting a human heart voltage-gated potassium
channel, hERG1.  #542[8] ARG FAEMFE 2019



EAME . KIBES . EFIH AEEEREFIH L7 74 77 U —#EE8E0B% 547
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BIFE  HARZKFASE 140 2 2020

Takeru Sagae, Mariko Yokogawa, Ryoichi Sawazaki, Nao Hisoda, Shin-ichi Hoshino, Masanori Osawa
Structural Mechanism of Translational Repression by PABP-interacting Protein 2 £ 20 [F] H A2 HE B+

2L 2020

Tomoaki Ishiba, Mariko Yokogawa, Terumi Yokota, Taiki Muroi, Masanori Osawa Structural basis for the
hepatocyte-specific entry of hepatitis B virus 2 20 [0] H AR AE A FSFES 2020

A, BB BEESE, SR8, KIE[ERD  Structural basis for the hepatocyte-specific entry
of hepatitis B virus 55 43 [B| A &0 AW F2F2 2020

Takeru Sagae, Mariko Yokogawa, Ryoichi Sawazaki, Nao Hisoda, Shin-ichi Hoshino, Masanori Osawa
Structural Mechanism of Translational Repression by PABP-interacting Protein 2 % 43 [0] H ARy 149~
2L 2020
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AR —HE, FAHASE. APRFEIL, ME 2, IMREZE, 4 FFBRE, AL, Mook £, mHEEL,
BNERS- wmAnm, SEAEIE—, WAES IBHE—K, KiE#ES#  Gating-modifier toxin APETx1 {2
K DBAMAFMET U U A A F ¥ 1/ hERG FHEEMEOMAT 5 43 B A A FAWFRFES
2020
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Fukata Masaki Synapse maturation regulated by palmitate cycling on PSD-95 and trans-synaptic LGI1 and
ADAM?22. CFC seminar series Spring 2019  (Seoul, Korea) 2019

Fukata Masaki The LGI1-ADAM22 protein complex in synaptic transmission and synaptic disorders. 2019
Korea-Yonsei-NIPS International Joint Symposium.  (Seoul, Korea) 2019

TRHEIEAL 27 7 ARG & 2 ORGHEIC X 2 RERME 55 92 Bl B AR L R4 2019

Fukata Y, Hirano Y, Inahashi H, Miyazaki M, Yokoi N, Sanbo M, Goto T, Hirabayashi M, Fukata M.
Physiological roles of trans-synaptic LGI1-ADAM22-MAGUK complex. Neuroscience Meeting SN 2019,
Chicago, USA2019

Yokoi N, Fukata Y, Sanbo M, Goto T, Hirabayashi M, Fukata M. Phosphorylation of ADAM22 regulates the
amount of the anti-epileptic LGI1-ADAM?22 complex in the brain. &5 40 [8] H A#EF 7R 2019

BEACE . REE T, =5k, BRI, SEARER, TRHEIEAL  Phosphorylation of ADAM?22 stabilizes
the anti-epileptic LGI1-~ADAM?22 complex in the brain. £ 9 [A8] 4 & BRFEFZRVEE « AP EHFSEAT
BRIV AT T L 2019

TEMIERS AR S T 7 A OHIHEERE & 2 OREFEIC L5 TADADIFERRE 55 10 B 4 HRKFE
FARUEZER - EBEERIEAT AR S 2 AN T A 2020

Fukata Masaki, Yokoi Norihiko, Fukata Yuko. Acyl-PEGyl exchange gel-shift (APEGS) assay for
palmitoylation quantification. %5 71 [A] H AREXIKEIFZZMEE 2020

Fukata Masaki, Yuri Miyazaki, Yokoi Norihiko, Fukata Yuko. Synaptic function regulated by palmitate cycling
on PSD-95 and trans-synaptic LGI1 and ADAM22. % 43 [B] H K7 AW ra 823 2020

Takumi Ueda, Ichio Shimada Conductance of P2X4 receptor is determined by conformational equilibrium in
the transmembrane region  The 8th Asia-Pacific NMR symposium 2019



Mk ZA. 7N E Deciphering Akt-mediated metabolic signaling pathway by the photoactivatable Akt
system 5 11 EDEERENFZEE 2020

R ZA. 7NEEE Optogenetic approach to decode Akt-mediated metabolic signaling pathways —H A
b5 100 FFES 2021

JINZE#E—BE  Period after effect DFFRET U > 7 2600 H AR REAEY 222 RE 2019
JNAERE—BE FHEENM S HEiRFE O P REIHLERE B ABEAY 220194 E4FES 2019

JNAEH#F—ES  Resynchronization of the zebrafish segmentation clock in Delta-Notch mutants H A58 449
FRES2FERRE 2019

INAEFF—BS BEHEFEF S AT DB DR T T 4 77 4 — KNy 7 )b—T OREE L5430 H Ay
THEMFRFES 2020

IAHE RS WYL Period s T DOMEBE S UIC X D AEMR M iARI . 552700 H AR R A e
k% 2020

INEFE—BS —EmRTT 477 40— Ry 7 )— T ORESEN & 72 948 B B3 o A A8 i
B HAREEAYFEES20205E A4S 2020

JIVAERE—RS BET 2HROEE R Y XLADORM  ROSHEECR & EBRO@E3 2020

IR v avya v RlRBRICBT D 5kl ORBET M EEGE 5 2 B2 72
THREPAEES 2019

Tetsuo Yasugi, Yoshitaro Tanaka, Hiroshi Ishii, Shin-Ichiro Ei, Makoto Sato Understanding the interactions
of multiple signaling pathways that control the “proneural wave” progression 5 42 [B] H A5y 1 EW)F24F
& U—rvav7 2019

Tetsuo Yasugi Uniting Mathematical Modeling with Experimental Analysis for Spatio-temporal Neural Stem
Cell Differentiation ERLZAMFSERT  AEmERSEMFZEE > % — IMS Immunobiology Seminar 2019

INKE T kBl OZERBERCE 7 L Ok & AR TORIENL  BFT RAVA A /X
—ar 7Ty N7 4 —A(AIMaPWIFIES TROSHEHEL & B2 DORE 3] 2020

Tetsuo Yasugi Mathematical Modeling and Experimental Verification of the “Proneural Wave” JSPS Core-
to-Core Program [ Establishing International Research Network of Mathematical Oncology -Fusion of
Mathematics and Biology-| 2020

Tetsuo Yasugi, Miaoxing Wang, Xujun Han, Chuyan Liu, Rie Takayama, Makoto Sato Notch dynamics

regulate temporal patterning of neurogenesis in the developing fly brain 5 43 [8] H AR5y AW P Fa

U—27 a7 2020
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Imoto H., Ebata K., Magi S., Zhang S., Okada M., A comprehensive model of heterogeneous cell cycle
responses & 57 [A] H R4 B 4F4s 2019

Zhang S., Magi S., Okada M., Crosstalk between estrogen receptor and ErbB signaling pathways in breast
cancer cells 5 78 [A] H A 72 FiTia s 2019



Imoto H., Ebata K., Zhang S., Magi S., Okada M., Model-based identification of ErbB network principles
among cell types The 20th International Conference of Systems Biology 2019

Michida H., Ando M., Magi S., Okada M., A NF-kB - p38 MAPK crosstalk shapes oscillatory gene expression
The 20th International Conference of Systems Biology 2019

Okada M., Hiittinger E.D., Magi S., Ortiz A.A.O., Ramirez A.R. A hybrid mathematical model for design and
optimization of tamoxifen treatment in MCF-7 breast cancer cells, The 20th International Conference of
Systems Biology 2019
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Magi S., Naito A.T. Systems biological approaches to understand the mechanisms of cancer drug resistance &
cardiotoxicity fH#GTHRALFAEM T4 2020 F K2 2020
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B, B sx 7 F o OMBBMEERIZ. I RANY Y BT = BAROIREEZEY HTZ &
T2 HBEOMROEY A 7 32— 2T 5, & 72 B AARHREDFSRE (VR T T L),
2020

Hideru Togashi, Cellular interactions and molecular dynamics in mosaic cellular pattern formation, &5 43 [A]
HARG THEMFRES (VR T T L), 2020

Shuhei Kuno, Sayaka Katsunuma, Akira Suzuki, Hideru Togashi, Asymmetric distribution of cadherin-catenin
complex drives cell intercalations in nectin-dependent mosaic cellular pattern formation, 53rd Annual meeting
of the Japanese Society of Developmental Biologists, 2020

B BRI F U OMBEMEERIL, I R~V v - BT = U EARIROREEREY Hd 2 &
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5. HARAR

(1) fEIO BEEZ & DM

(BB AO1: BB ZBIELI-D FEMENS T FIVIGERET)

A0l BETIX A02 BEds L TN A03 BE & i LoD, LT FEW PRS- FiEZ2 T
KED > 7T AR EIERE & R BFERRE 2 M7 L. RS IRIC AT 7o R ZE~ 8 R
SHDZLE BRI A ED T, ZORR, %< OB migretilElmg s FE T 2 2
CATHINT D & 3EIT, EHATER B O BT AR EIEBR R B3 2 EE A BME b

JIEE (0fH - 64, E%) X MAPK ¥ 7 v hbIciifr & 7-, QA b L ARE
(p38/INK) #BEIZRI L Cid, Bl & L, EERNOEBEA kLR 2 LT p38/INK O
EMHE b8 Frl7e e MEBEA R LR - 2P —0pF & LT, MAPKKK Tdh %5 MTK1 % [A]
ETHZ LTI Lz, Bl bR b L ABREE T ¢, MTKI 2 F-INOFEED Cys 7N E

% TWefb-i8on) Shnd 2 & CRERIEMEN T L, p38/INK BRI DO RINEMLZE L)
HRLY 7 AR 2 RE LT, E72 2 ORI, R LRSI (2 o M N Tl = 2 12
b= b L TR Y, RIESERFREIZEHE R IL-6 DEAICKHHATHDL Z La2RLT
(Science Adv 2020; [EWNSNCTHOE 17 1), £72. A N L RRPL T T MAPK & 7 F 455+ D
MR E- R OfE (IR HWENE L TTHET D52 L AR L, AR & ILITEERfRT 21T
ST, ZOVTF NG FORFZERMEIEN, A b U AR p38/INK OIEIETRE 2 &b 5
— 77T, BRI IE p38/ANK TG 2 AR < PR 7z 2 AL A RE IR Tdo D 2 & 2R
L7z, HIZ, Rl//hg & 32 p38/INK #R B8 Z il 925 A & L A§8kL (SG) DWFFEZITV,
IEPERRFR DY SG AL A ML L TS 2 it ST AEHEZ RS2 & £ 20 Z & A3
REMEBOWREIZ S 5925 2 & 2B L7 (Nature Commun 2016, Current Biol in press) ,
F7o. A MU RATFEWE &P T kAR MATE R°i12i% £ A kb L 2G4 LRRC8 D
VERSHE 2 i35 72 & (Nature Struct Mol Biol 2018, Nature Commun 2017 fh) 2% < Ok
372, QERK #EBEIZE L Tid, ERK DIEMALZHFE ST LY YRR T 7 F VU RZ AR
LPA6 DFENTZ4T\N, LPA6 DAY o Nkt 2 i L7- (Nature2017), F7=, # 3
7 ARMTDND ERK OFBUEE 5+ 2 EEAET 5 Z LT T2 82, £20—2ThD
MCRIP1 i#&f5 TRt~ 7 2 Z#f57 L T, MCRIP1 M ifith—7 7 7 % > N8GO RBUZME
ThHV, K~ T AFFFRRETHET S & & L (Commun Biol 2019) . S 51
ERK D RFIEMHALI E- T, FMlafr RIS HRBLT 2 BIn FREZHEEICFEE L. 2
DG FRETI /OB W~ — 1 —CIREEN L 72D 2 &2~ LTz (Nature Commun in
press) . F7ZAMLRHARIR//NA & ER/BERMENT 2 Ei LT, ZOKRBEET — %5 ERK &



AKT 2RI v A b= EE R 2 L3I Z OFEEEML O FiF AHEDT
HEAICEETHY | BIRRISHERS Z L 2R Lis (B o £720v 7 viniE
DOFCELRATIZE 3 5 FrE A% 1TV, O-GleNAc Efifid HE & & &R 3 2 Bl o
sz, MfaPN D pH Z L& 5 o —baMOBINL, BT/ LR — Vv OB%E,
T 7 F B AR REE S DB T 0 — T OB L. Z< ORERE LN
(B5FF 3 14: J Am Chem Soc 2020, 2018; Science 2018; PLoS ONE 2017; Mol Cell 2017 fth)

HEHE (O3 k. IUAR) X, e FF 2 (Ub) Efifi & NF-«B R %2 L2 0F 800 4 &
L CgiT &2 D72, O A L A RKGYE & OBEIZOW T, £ E##E LT, B N TH
fel 3 95 7 A L A1 L (HTLV-1) OFFIK Z > 787 '8 (TAX) %41 L7= NF-«xB iEMALIC, K63-
Ub & EHR ML) -UbBHDNA T U » FEIERAMLATHL Z L E2 R L, U AL AH
FEICB T oA Ty NHOBEEMELZ MK THIO TR LT (PLoS Pathog2017) . £7-. U
A VA & AURA R O BAE R 2 SRR MR 2 FEBRR AL L TRl o - 0 A )L R R Y
IZfE > Tl Z 2RO G 2 Eelb 25 2 L I2k3h L, Z DR R % FV T nafamostat (7
) B a v FIEGYEIEREREM L 72 b T L AR A LTz (Viruses 2020 ; st 5= A L
EEH), BUE, DR RZIEIZ COVID-19 (2T 5 74 v DEEHRRBRZ £l L THY .
FERDOBE THIMEE RET HRERDE DI, S S Lo (Critic Care 2020), @f#E
VR & OBEICOW T, B/ AR L EEEL T, A7 F==2—1U ~ (OPTN) 28 M1-Ub
$EfEA L. NFkB O L Z LET SERH 2> Z & & R4 & L2, OPTN O&E{s 74
B NF-xB OMHIARZ W THZEMIEMRE(LAE (ALS) ORRERD Z & 2L

(Nature Commun 2016; 815 #0E) . B2, MRAHER B TRD LIV 2 5 F 2 BrEErE R
3. K48/K63/MI1 $i72 K472 Ub $HA B LM TH L 2 & a o THREIbD (J
Neuropathol Exp Neurol 2020 ftfl) , @FZ NI 1T 2 &ENRE L T, A LB L TX
JE/ S0 JE IS B I BB 7 DDX41 <° ¢cGAMP 77 fift i 38 DM & - e e B & i L 72 (NVature
Commun 2018, SciRep2016 ) . F7-eRE LT, T MRS AERRIZ L5 NFxBIGTE L
R DRCERMRAT 2 F20E L. T HIRIC A 72 CBM #A1K723 Ub U A —+¥ LUBAC 12X » T Ub
fbanzs 2 &, £ LD T MIBICH R NF-kBOTURZRTEHEICHATH D Z &
ZfR U7 (Front Immunol 2020) . TRy & 3L[E LT, it Ub {LE%3E CYLD Ol fHIFEE
ZfRI L, CYLD FLEHIGFEE L7 (JBC2019, Commun Biol 2021) , @J#JHEHE & O RSEIC
DUVNTIE, NF-xBORFIGHELA, L OFIERCE M OMERF ICH 5 L Tno 2 &%, |k
R (EMT) & OWalfe Tdh 5 MET & OSATRIR O HIENC %595 FTErE 2R L
7z (Commun Biol 2019, Cancer Sci 2017), £7-, LUBAC OFHIHEHZFEL., THRAE



B AR Y o NSRRI KT DIEHRE L — AL LTHETH D Z & 2/~ LT= (Commun Biol
2020, Front Immunol 2021)

(IBB A02: BIBETIIVBELI 2L —avITiDEMmEEEH B D EMRE LT 8]

A02 BETIE A01/03 BEL 85 LT, ¥ 7 I UREEZ BT T L Crtil L, REFIESAEMRIS
BEORELRD 5 EMMET D &S, BT O GiEmERE T2t 2 L L
THFJE & B Lz, ZOfER, MmO a i L, AFe e Yy 7 238 & 138
TR BT kR A NI T D70 8 KRERERME LT,

gaAREETIX, OAMBIZOEEENTIZBI T 2 BERAFTE - BIRBIRE 21TV, Wet EBRTHE S
T Fn R 2 NEME U AR O ZE BN B A RIS E T U 73 D Fik & | IRDuftr &
W TEBREO A —# — % fGEd % 7L %4 BR% L7c (J Theor Biol 2019, Comp Math Mech
Med2017), F7o., EERISEICET 537 A —2 & ZHEITHREE L, EFEFRICKBESE S
Bz L7 (Method Math Oncol 2021, J Math Biol 2016) , F\Z ., 5 ifn & 8 A O =
M Ea2fM e LT, MlaRESL Y 4 — RNy 7 AT~ VT A r— LT L &4
RIEBEORL EEMBEDEINAAT )y Ry Ialb—varbn)d Fikimahr L, fl
L~V TCOAEMBG BB 5 FIELZHE L. (Mal J Math Sci 2019), Nz T, 1HHF
P O BB FRBUCKT 20 2 OMBOISEEOENE 7 T2 X ) o 74 5 Fikz B
L., ZHNEIEH U TR ORIERNE & 2 Ol Z R LTz (Precision Med 2020) (FF7F 5
TEEUAS) . F 7= QRN L FIRFIE & R I HERE LU I b & 35120 A NF-«xB R I8 ORI
H)|Z NF-«kB/IxBa O U VLN EE TH D Z & % )7 R K VI L7z (J Theor Biol
2019), BIZFEH LAY NF-xBREEEIZ BT 2 AP OBILET L 25 L, HE EORBRGE R &
BT AE R OARE S DR OHIE 2 FHI L T, IkBa & pl00 2% NF-xB DIEENIZMIE T
b2 LaRMIA LT, k&1, THMRIZRERRZ CBM GRS 7 )V OEBRRNT & F2 i
L. T A ORI TH 5 il 72 NF-«xB {E AL O /EEYFEE % 7] U 7= (Front Immunol 2020) ,

F 2RI & LT p38/INK R O BERMEMT 2 HEE L. MAPK > 2 F /L4551 DRFZE i HlAE A3
A ML AZKT DEED AL v FHRINEEZEEHTERFIHTHD Z LR L (BRT),
INGEPE & OILRIFGE T, G & I O B ARH TR (2 DV CHERRIT 21700 9
AITDE T V& BT /- 2Rt 2 % 7 L7z (BBRC2019), F7-i L Itz Tfao &1k
PE/RT R A AZHOWTHENT L, & PNEGES) & BT AEICBT 28T T L ARB L
7oo FIZIZF} (Hippo #81&). M (NFAT #%1%). {67 (LARK #%#). [MH (mTOR &) &
LEBFFEEHEE L. 2o DY 7T IR BT D PIOBELE T AT 5 2 LIS Th



L7= (Cancer Sci2018 fit) .

DIPRBPETIEA > A Y -AKT & 7 FVIZHER L, iR L~ L TO~ L F A I 7 A fifr &
BIET N EALG DT 2 Ik Lc, OA 2 Y AAEH OB Tl RN DR
HA RN GRS — v (BTRIAFE) ZHET 2ME ORIBIELBE LT, T > MEK
W2 ERZATV, IR OEBR'E Y ViRfb, B 38, REWIZ oW TR D
RENA R 7 AT — 2 204G Lic, B2 Z ORBNLT — & % F\ SR/ G MARHT 2 306 L |
A R Y G E = DEFEWNIZ L - T, #7225 2 7 T AR N BIREZE AL
SNDZLEFERTDHERII, ZDOAD=ALGMP LTz, o, B IaL—2a P
DRERIFDA AV VIREZHEE L. BERIEOREEICA A Y V32— B 3B -
952 L& LT (Cell Systems 2018) , ZAUTAHR/NE AMNEHZEKR L )L TEEET AL L
TZRPIOWTE L IpoTc, —T7. @AEMBLR 2N 2 MBI /BER OB 1TV, [F—
Dligas b2 RE/EAERBURH R L) TBEL A — b7 —2 2 W57 5 FIEL %
THEMZ, NTURT YT =L ERET 0T A — LA KRB STHSE PR
iz, LC, v 7T IMBiEZE in silico THABZES LBl &2 % L7z (iScience 2018, Cell
Rep2019 fit) . HIZZ DA Z, HDOA AV AARRIE T DA RIS bR L, FEEHIC
U 2 FFN- 5 PO B BE & figBH U 7=  (iScience 2021), F 7=@EIRANILFRIMFZE & HEHE L, 5I% &
HRICEAEOA 2T 7 b—b T =26, BlT 52 7 IRk g it o8
HaHET VOB LT o To, ETRACHIR & LT, ~ 7 A HEREZ AW~ VT A7
AT =2 G MINNY 7 T ARER IS & FHEE L € OG22 2 & T,
RG2S 7 v a2 — ZARHT 5 2 DB A VAU HEH O A 2 L~ L TORIE 2 ff# L7z

(Science Signal 2020, Cell Rep 2021)

[IEB A03: £FRL T FILRERT - EELEM D]

AO3 BETIEL, A X 7 At i FRIMH AN A A= Tl 72 E 2 B33 % & 3R,
D DM AR A B S CRAD S T FNRES R0 OHE 2RI 5 Z & & HiE
PR HERE Lo, EORER. EEREMICEET 22 HORENE LT,

FRIGEETIZ, Th B ICBE%E L- R E o o A X EMAE A OR R A BB ST T, BA
B AR ELAE T O MBFRAARAT 2 FTRE & T 2 BB OBHSE & | £ oIS st & HEE L=, OKH
oy M EAERMT CIE, ERRV AT 22 v 2 THEREOMEEN T a7 A v
7 LA (20K-HUPA) #fft sz L CHE A E 2+ O RIEEAA AERfEIT 2170 2 < Ok
BT, £, U KA RZHR CRBN LG T 50 FOM@ENTNG, U K<



A ROMEREMED, #:5 K1 PLZF/SALL4 OMFEILEIZESS b0 THDH I L 2% AT D
Itz (EMBO J 2021, Commun Biol 2020) . CRBN-PLZF/SALL4 A& R OFEIERNT 21T > T\
BIEAOIENY Y R~ A RFERBHFEO ML R LT (Nature Commun 2020;81 E#H8E) .
FlMEREDO T T A T VAT D, FriF S —E TAGK 2% E3 U T—E
GARU %z U V(b2 2 & T, OV Y UZREORZRE L TWD Z 2R A L, Z
OWFZEIC LY, EHICBIT2T ey y - U UBEOBERBIER THIO THLMNE 2o T
(Nature Commun 20178 B#0E) ., FIZfEA & FE[E LT, Ub U A—+ MIB2 2% CYLD D%y
i 235N C, NFxBREEZHIET 5 2 & £Z2OBFENFIEMEMAHFEEDRK & 705 Z &
R L7z (JBC 2019), @iz 725y T WA AAERMATEIR OB TiX, & ML Ub fbiER
7 v A OVERL (Biomedicines 2020) . N CEHEE SR MENICEET 5. Hrllic
P AT © A F L ALEESE AirID DBIFE (eLife2020) . & / 7 10 —F )LHUKREE D Hr B 2 TG
D ONEFRAINZ FAM 9 2 87 7= 72 2 AT I CF-PA?Vtech DB%E (Sci Rep2019) . & FHERERICH
AREFHE h—TF 47«2 27 L (CP5 VAT LN AGIA % 7)) OB% (PLoS ONE 2016,
2017) 72 &, PLAPED SO EARRIRCR S 280G iz,

RBIIBETIE, @iREER Y v T 4 — LT EIN 2151 U, KT — 2 7> & L fn g Re il 1]
DFEL T2 D50 F 2 HIH T DG WIETBAN ORISR 21T o 72, £, A I 7 At LHERET L
oL ST T R B AR O A R A 7o, OBIERERER IO 7' 1 7 4 — LT Tid. Ub
LR OT £ F /v (Ac) fKICBE L T, ERHERT 7T N & @i EE )>RS 3 5 5047
WAL L. 13ROI A O CRBUM b/ Acbfie s 7' 1 7 4 — MldT 2 Feii L7z,
ZOFER. K00 D FHRAPMNEMTBAL 2 D 2 L AT L, FrlC A E BRI 2

PHBICZNDDEMZZ T TND Z &2 R Uiz, E7HEMLysiR AL OEF — 7 i
HraiTwy, BE7 I BICE RS A RIRICAES D Z L 2R AL
(Biomolecules 2020, PLoS Biol 2020fth) , @¥7=72 3 7 F )RR BEAE OB TlL, KH
BRRERY Vb7 e T A — A7 =205, HIlANTEE TWD 7 e — 3 ULZpd ) —8/0k
BRI OHE % in silico CHEAERK T D IEWMENT 7 Z ~ b7 + — L PTMapper” & BA% L, 01
ARy U —7 ZRRH) - MREAICFEE L TRk 28770 o 7 F UARERNT H
M ARG UT- (Bioinformatics 2016, PLoS ONE2018), £7-. 216D FEZTEH L T
e it U, 3 (Nature Commun 2018, Leukemia 2018) . 7 A )V AJEY% (J Virol 2018, Cell
Rep 2018, J Virol 2021) . $aE It (Nature Commun 2017), A ~ L A% (Nature Commun
2016, EMBO J 2020) (Z31T 5 RS B2 -CHIEEM AT 272 8 Z2< OREH
77



(2) TRMFERR
AO1 BB EBIEL- 0 FEMFENL T FIVIGERT
FTEE
FHRENRIERNL R - 23— F MTK1 DRIEEREGE SV TG EED A28
)X A03 BEE HHE L CTEALA P LRI mearua

MTK1

5B RO R - AR SV T oo I d>
) o —»@; 25 D
ZITW . A R L RS2 MAPKKK Th 5 mﬁﬂ B

MTK1 HE BB LA R L Ao H—L LT ASK Y
BEELTWDZ 2R L, ilb, Bk Lol

. FEER AR
APV ZRRBF T, MTKL 0 FRICAET L e,
gl e e
BRED Cys BENEHRL-ETLEND ¥ g :
ASKIIC LD MTK1IC &
- L <. ﬂ?ﬂ‘*—ﬁfﬁﬁ'ﬁﬁi‘% L< ﬁ@ﬁ”é - 3 : BAEE L — MIEHETOEM n:rl(m

LRI U, & BiC 2 oFSIES, 7 X8
JEU A R YRR | 2 S0 2 A PN T = B b S — 2 R AR LT p38/INK DRffke il 721G (b A it
& RIEXMERFIZ (T EER IL-6 DPELITMHATH D Z & &R LTz (Science Ady 2020;
W THRIE),

ERK fZERIB R 77 F DIEES S U HERERZEA
AT, ERK R ZTEHET 5 U VAR T
7 TV U ERSARIR LPA6 DR & R E LT,
ZDORMY T NRHERE 2 i L~ T
fRAA L. IEE Y T R - v 7 sk
DR AE R E S piES 7, BB, LPA6 73
o U F v REART v NI, ZREROHA »
HIZAPS> TRESANTED, IBE -E muivwsmos TM4-TM{F50>%

I L 72 RIS LPA 491 D ALK R

fEd o2 LaZMBNIT Lz (Nature2017, 1K), & BIZEJI/RIL &dHE L TR E—HRE
WRH AR L7, F7o. RJINETHTHL ERK A 5+ MCRIP1 Z[AE L T, £ DEEFKRIE~
U A% BINE L MCRIPL 23 ifih—7 7 7 # » MBI FORBUIMHATHY | BinFXE~Y
ANTAEBBF R LIS RN TR T 5 2 & Z2 i L7z (Commun Biol 2019) ,

AV FRERYT v b U FREFRYT Y b




FTFZa—1)U(OPTN)IZ &5 i i 14 B FREE 1L SE (ALS) FEAE 1 48 D 7 BH

OPTN &, ALS DFJE 438 < R AR ; :
KELFO—2>THY EEICALS  own L= Reld BEN 8 | cotrr-a—ogRmose
BEICBNTHERNRD 5D = "

N, FOBRRIIAITH 5, Akl
THIF & 4512, OPTN A HEEHIR T %
F 2 (Ub) $iLfEA LT NF«B D
EMHEALZE T 2I/ER 2 F>Z &
AL, FABLHEL T we.
OPTN Dbt 2 k& L, ALS T
SN D ZERIZ L - T OPTN @ Ub S5 G RENTERT 5 2 &, L2 ZDO#FER, i T NF-
kB 38 O HAFTE AT K OMBPERIE N FHFE S 4L THRAMIRUZEN L Z 0 | ALS BHIET D Z
& &R L7= (Nature Commun 2016 ftt ; FriH6E) .,

VAIWRBRIZLEVT FIVGERE DRALAERERRE

HEE, KR LU &8 LT mammak EHLEHF K HAH
(57 7 A L A HTLVI RO RFE  jouit s
H'E Tax OEEREMAT 21TV, Tax 23 E l
BLR (M1)-Ub D% F U H— @D HTLV-1 i
E

¥ (E3) Tdh 2 LUBAC, KU K63-Ub e KB - i ves i chain Tmns_mmmmy
$0> B3 LW LT, MIKGE A 7 SN 1. chud

Uy N Ub $HOEMAZELS Z & &H

SN LTz, 72, 2O Ub HE Y . 0 FEIAOFHALR

7 IKK #3EH L C NFcBREBSASEE 0|

fbai, BEIELIND Z LER

L7z (PLoS Pathog 2017), ’
Fo, Filav U AL R G .
o THL Z DAL A BLSR 2 B BRI I’.\,/{PSES-Z,._ﬁﬁg{*
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ZHWTEEFE 7 Y28 COVID-19 OIRERGER L 70D Z L 2% Uiz, BifE, BARRER
I L TEY ., AMEE2 BT 2 ARSI, fSCEEBIT>72 (Viruses 2020, 2021,
Critic Care 2020 fth; HREZE) .,

RN BARE L Y —EBE DDX41 OIS ERFT
DDX41 [ZHARGEZRIKTH Y . DEAD R A A %
AL TUANAME KD dsDNA K UERIR T X
7 VAF RICDN)EFEAE L 1A v F—T 2D
PEAE 38 Tk & A IEEEE L C DDX41 ONLIRHE
1 2R E L, DDX41 7% dsDNA 3 X OV CDN % #%#% L
THEAT DA R L~V TR L7z, ARSI »4
L0, VA RORE LRI, ~Y r— R R AL
VD ATP Fif& LMK RN B TH D Z L DNHD TH SN E 72572 (Sci Rep, 2016),

NERE
Filo N7y DR R & FOELFEREDOMEE  (Nature 2019, Nature Commun 2020 i) , 57
HL SV 2 A ALEESE D% A (Nature Commun 2021, PNAS 2021) , HIV-1 J&Y«= 78K CCRS5
D 5l AE O R (Science Adv 2019), 757 J ¥ 2 RAIKD U H v RS (Science
Ady 2020, Nature Chem Biol 2020) . LUBAC O il{HIFH#% (Nature Cell Biol 2020) . #RH DA >
A Y VBRSNS (PLoS Genet2019) . mTORC1 ORERETRS I OWEIEM#IH (Nature Commun 2017,
2021), 14-3-3 |2 & 24550 (Nature Commun 2019, 2020) . TLR/UNC93B1 O 1E FHiH%
(Immunity 2018, Nature Commun 2020, Nature Struct Mol Biol 2021) . Hippo #% % O Hll i1
(Nature Commun 2017) . AHRLN AR VAR E SEATOBRFE  (Nature Method 2017) 72 &
BOEWRENZHSG DT,

mTORC1 H{E1#8 & A DIBE AEHT & HlEHHE4E
] I, A O SR FRIE-C R R 72 & &4 5

mTORC1 O {E MM E O M 2 By & L e e ‘7“““
mTORC1 % U ¥ ¥ — AEIZ 7 v 5 —F 5 Y e~ BRI
Ragulator & Rag-GTPase % 7 10 18 &5 & D i A 18 mmmxz&gﬁ%m&«;mmxxx



AT 24T o 1o, ZOREHR, U Y Y — LIRS 5 Fpl87A3, Ragulator Ak 4 54K+ LY
RagA/RagCPRoadblock domainZ 7 v ¥ 77— 7 OFRIZHRN D LV )| 2 =— 7 7pfEEN
PAonbieol, EHIZZOEERMIENT I/ BIKAFH) 72nTORCI DIEMERIEIZ L Th
%2 L wFEH L (Nature Commun. 2017)

FEORTOD AYFORTO U DFKR EHREREHT
B R ATV TF T o a ERIU N S
EAETHY, #iu K7 eikmn K7y
YW 20507 7 I IS, AL,
INBBEFmOr Ry v LHREIED R WE =0 nRn
N7V &R L, ZOERERE~Y Au 7
ookt LT, EOMER X ORI HEE IS
DWTHT 21T o7, EOFER, ~VAnr R7v
VPR OB FT Y LB LT R AR 2 w3
MERLTWAD Z &, Fio, HUSHIIREL T

HEworTSy gYorsy  AUAORT L

WAHLDOD, A A UEEEE LN LR (5471) (5472)
M L7z (Nature2019) , S BTN NG, ~ e
L., ZOIEHZGIE LTS Z &2 6T L7 (J Phys. Chem. Lett. 2020)

G A\ B XK Z AR (GPCR) DE M HIHHEE

FEIT G & XY RIS KR T dH B Br-adrenoreceptor (27 T =A hAFEA Lo E
NMR T & 0 AfRE L, (EBNSRIKIF 72 GPCR OIEMALAEZ I D Lz, 51T,
GPCR DIEMALIRBBIZITEHOMENFET 5 2 L2 BN L, ZHICE Y, GPCR DV
T F AGEEHE N E BIICHIATE 5 X 5127 o7 (Nature Chem Biol, 2020) , %7,
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T & &b, ZOBEIZ O W T O EEAE FIIZEA LT (Science Ady, 2020)

A02 HIBETILIBEL I —2a vt KA EMEEe S EE D IRMA L T A
SHERFE
SRRICH T HEIERTE M/ B RO LS B

AL, FBRTHELh MR 2 AT NF-xBY EBRILE R 7 ILETIL
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U RO O 22 B RE & RO 1 [ike] & v [nrkg]  4[(Tkka ) €O e [TNFa)

7 V75 Tk (Math Meth Appl
Sci2021) . WITHNT 2 O CTERIED <2 ca |
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A - -
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* Lz, o .
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O c / 2D 20540 O expression
A RAEHICIRGE L, PR FEIC S & T e
o B iy (Comp Math Mech Med cytoplasm

2017), ¥ /LT R —)LET )L EERG
EOHOLELMAELETNATY
v R 2 2 L—3 3 v (DCDS-B
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S LT, FETE D OEER - TE AT
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NF-xBfEIZ BT 2 R OEEEE T LA L, IkBa & pl100 23 NF-kBORENZXLETH
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fEtr 2 FEM L. T MO TH D NF-kBREEE Ol 7215 Ak 2 BRE) 9~ 2 JEARU B 2 fif B
L 7= (Front Immunol 2020), F7=iJ1| & I\Z INK BRI O BT 2 HEE L, & 7 IUBIZED
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W) | A N BES) & B RTAE ORE TV (JF) <°. Hippo #%# (1-F}) | NFAT #%#% (F) .

— x1(kB)
x2+x12 (NFkB+NFkB.)
x4+x11 (IkB-NFkB+IkB+-NFkB)
— x7 (IkBn)
~ — x8+x13 (NFkBn+NFkB.n)
— x9 (ikB)
— x10 (IkB-NFkBn)

X3 (X kL A %)




LARK ¥ (J652). mTOR f&# (M) 72 L 02 7 F /RERKICET 2 00 KEE 7L
HESG 5 = LT LT (JSIAM Proc 2017, Cancer Sci 2018, BBRC 2019 1) ,
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DFEWNZ L > T BRI DV T IR ERBE NSNS L,
AR TR /B R IE M 72 E SIS HIE ST
HTEEFALT, 2O THELMIH L, £,
BRI OIS 2 = L—3 a9 V2T, BERIE DR
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L 7= ( Cell Systems 2018,
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Time after insulin administration (m n) \

weaa = mm
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iScience 2021), ZiuixA v A
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U MEH Z2 iR v ~L T
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PRI ORRTE L 72 o 7.

DNEHE

IR ER AL DS FRAENT (PNAS 2019, PNAS 2017), 7 b B — & 2§ Y THRE DS £ T
JU(J Theor Biol 2018), B, 7 N LU 2 RAROEREMEH] (Nat Chem Biol 2020) . FZJEAIETS
B E O BIRMENT (Nat Aging 2021, Stem Cells 2021) ., #E H K5t O €T L (eLife 2021,
PLoS Comput Biol2021) . /75 F ) %A FDOT A — 3kkiEH) (Sci Rep2018) . Notch ¥ 7 /v
DOWFEIHIH (J Math Biol 2020, Nat Commun 2021) . NFAT $i% D i;z2f#fe (JBC2021) 72
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" . d
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L
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WO THRIA LTe iR & e o 70, T A02 BE &3l U CHEMENT 217\, ISR oL Y v
DTN Z OFH Y 7T MR EEBEOHEICEE Ch 5 2 L 2B L7 (Nat Commun
2017; FriHaE) .
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YR A FTha)Z BN REAZALBIE A D EOERIFFICR T -
Thal (32 FEPEH BIIE7S & OTRC ’m [SEARLT) FRAF|  SALL4ZR2
B |

WD THMTH DM, MATBIER v. Y
EORIERMNMEE 72> T 5, ? P4

PRI 1 B%E L b b 2 om0 LG

BAE T LA H i (20K-HUPA) % ?

FVNT, Thal 24K CRBN & i & CRBN

PN S UEEZ 2 — 5 a
+ 54y T A WA [FE L. Thal P R4 MESHRZRETIL CRBN-SALL4tE&

DIETTIEMEN, CRBN & AT HHREK - PLZF/SALL4 OFEREMEICE S O THD Z
L &R LT (EMBO J 2021, Commun Biol 2020), ¥ 7- CRBN-PLZF/SALL4 #& R DO
fEAT 24T > T BWEHOBENY Y N~ o RFFERBHIEOT7 M2 7R L7z (Nat Commun 2020;
HHHIE) .
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Translational Modification mapper i 3 o ;' o ma—
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U — 7 B L. RRIICEE

I D BT I G AT E AN 2 A5 U7 (Bioinformatics 2016) , 22N 5 OFHAM2iEH LT
A0l BECAZEE & AR 28, 8 (Leukemia 2018,Nat Commun 2018) . JEYIE (J Virol
2021,Cell Rep 2018) . $efZ I (Nat Commun2017), A kL AR (EMBO J2020) 72 EIZ
F3UT 2 BHARAL S i 285 Ol A A& g B L 7=,

NEHRE

Hes7 ERGIEMEEIREDHONA A — 2 Z1EDBA%E (Nature 2020) , AHIfAN THREEOEAE %
AL T B9 T ~XNEDB%E (J Am Chem Soc 2018,Chem Sci 2021) . RN 1 27+
A= TR (Nat Commun 2018), FEFFRTEAMETIENG 7> & M0 A % & Bt
LGOI (Nat Commun2019) . —flifa— 57 7 AFHAET ChIL iE DML LIS (Nat
Protocol 2020, Nat Commun 2019) . Hi7-723 7 F MR X A 5 2 7 AFHUHAN iMPAQT DEH
% LI (Science 2021, Nat Commun 2020) , ITHHRAFIE SR AEIE#IEOB R (eLife 2020)
mE . MBI OEEMITICA H722 < OB SRS T,
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