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Proteins experience the nascent ﬁeptidyl—tRNAs, defined as "nascent chains",

during the translation. Recent advances have revealed that nascent chains are directly involved in
a variety of cellular processes including self-maturation and the quality control system of protein
and mRNA. In addition, the dysfunction of the maturation and the quality control system could
perturb cellular homeostasis, often leading to human diseases. The concept of nascent chains
connects the protein and RNA researchers to generate a new field called "Nascent-chain biology". Our
project aims to understand the roles of the “ nascent chains” in the gene expression and cellular
homeostasis. The international activities supporting group for nascent chain biology aims to
accelerate the collaboration. Five Japanese groups in this project were suEported and conducted a
variety of researches in this field. Some of the works were already published in peer-reviewed
prestigious journals.
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