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Neo-virology: the raison d"etre of viruses

Kawoaka, Yoshihiro

59,400,000

We have established a new academic field, designated as ‘ Neo-virology’ , in
which we define a virus as a component of the global ecosystem and aim to elucidate its key roles
in host organisms and the global ecosystem. We have constructed a system to support research
activities, facilitate collaborations among research groups, develop human resources, plan and
manage scientific meetings, and support public relations activities, all of which have resulted in
accelerating this new field of research. Our efforts have produced numerous noteworthy publications

aﬂd gave helped develop many young investigators, who will continue the growth of Neo-Virology into
the future.
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67

2019

Christida Wastika, Michihito Sasaki, Yasuko Orba, Hirofumi Sawa

Molecular characterization of Barkedji and Barkeji-like virus isolated from mosquitoes in Zambia

67

2019




Herman Chambaro, Michihito Sasaki, Yasuko Orba, Hirofumi Sawa

Molecular and serological surveillance for Bluetongue virus in Zambia

67

2019

Yasuko Orba, Bernard M. Hangombe, Aaron S. Mweene, Michihito Sasaki, Yuki Eshita, Hirofumi Sawa

67

2019

Chambaro Herman, Michhito Sasaki, Gonzalez Gabriel, Yonjin Qiu, Yasuko Orba, Hirofumi Sawa

Evolutionary history of genotype | african swine fever viruses detected in Ornithodoros moubata soft ticks from Zambia:
Implications for disease control

2019

42

2019
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2019

Christida Wastika, Michihito Sasaki, Yasuko Orba, Hirofumi Sawa

Isolation and identification of dual-host affiliated insect-specific flaviviruses from Culex mosquitoes in Zambia

42

2019

Shintaro Kobayashi, Kentaro Yoshii, Wallaya Phongpaew, Memi Muto, Minato Hirano, Yasuko Orba, Hirofumi Sawa, Hiroaki Kariwa

West Nile virus capsid protein promotes AMP-activated protein kinase degradation and inhibits autophagy in neurological
disease development.

42

2019

Shiho Torii, Yasuko Orba, Michihito Sasaki, Yuji Wada, Jody Hobson-Peters, Roy A. Hall, Hirofumi Sawa

Chikungunya virus interacts with HGS and recruits the ESCRT trafficking machinery at multiple steps during the intracellular
replication cycle.

42

2019




Yasuko Orba, Bernard M. Hangombe, Aaron S. Mweene, Michihito Sasaki, Yuki Eshita, Hirofumi Sawa

Diverse endogenous flavivirus elements in field mosquitoes

42

2019

In vitro 1gA

42

2019

Christida E. Wastika, Yasuko Orba, Michihito Sasaki, Yuki Eshita, Bernard M. Hangombe, Michael T. Wolfinger, William W.
Hall, Hirofumi Sawa

Discoveries of dual-host affiliated insect-specific flaviviruses in Zambia.

U.S.-Japan Cooperative Medical Sciences Program®s 22nd International Conference on Emerging Infectious Diseases in the
Pacific Rim

2020

RNA

16 in

2019




Keita Mizuma, Keita Matsuno, Masatoshi Okamatsu, Ayato Takada, Yoshihiro Sakoda

Profiling RNAs binding with the nucleoprotein of severe fever with thrombocytopenia syndrome virus (SFTSV) revealed
orchestrated replication of a segmented RNA virus

International meeting on arboviruses and their vectors (IMAV 2019)

2019

162

2019

N RNA

162

2019

162

2019
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67

2019

Yukiko Nomura, Moeko Hotta, Mayuko Akimoto, Mitsuru Yanai, Akira Suzuki, Yuhei Imasato, Ryo Nakao

Sparganosis in a Japanese patient manifesting fifty years after infection

24th World Congress of Dermatology Milan 2019

2019

Echinococcus multilocularis

13

2019

Elisha Chatanga, Ryo Nakao, Kyoko Hayashida, Bashir Salim, Chihiro Sugimoto, Ken Katakura, Nariaki Nonaka

Sequences of two genes encoding Theileria parva CD8+ antigens reveal the presence of Muguga vaccine strain in non-vaccinated
cattle in Malawi

162

2019
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162

2019

162

2019

65

2019

Characterization of tick-borne encephalitis virus isolated from Ixodes ovatus in Central area of Hokkaido in 2017, 2018

67

2019




Yongjin Qiu, Ryo Nakao, Bernard Mudenda Hangombe, Kozue Sato, Masahiro Kajihara, Sharon Kanchela, Katendi Changula, Ayato
Takada, Hirohumi Sawa, Chihiro Sugimoto, Hiroki Kawabata

Human borreliosis caused by a novel New World relapsing fever borrelia in the Afrotropic ecozone

60

2019

Ryo Nakao

Phylogeny and diversity of tick symbionts in Japan

Entomology 2019, the 67th Annual Meeting of the Entomological Society of America

2019
, Philippe Lehours, Filipa F. Vale, , ,
- Earth®s virome PromethION
14
2019

Ohishi K, Maruyama T, Seki F, Takeda M.

Insight of host specificity of marine morbilliviruses from Signaling Lymphocyte Activation Molecules, a receptor.

The 12th Meeting of Asian Society of Conservation Medicine Jointly with WDA-AP

2019




Seki F, Fukuhara H, Yamamoto Y, Arulmozhiraja S, Ohishi K, Maruyama T, Tokiwa H, Maenaka K, Takeda M

Importance of the extreme N-terminal region of human SLAM to function as a measles virus receptor

67

2019

15

2019

2019

Takeshi Noda

Intracellular replication of influenza A viruses.

Frontiers in Cellular, Viral and Molecular Microscopy with Cryo-specimen preparation techniques.

2019




Takeshi Noda

Intracellular replication of influenza A viruses.

26

2019

Sho Miyamoto, Yukiko Muramoto, Keiko Shindo, Yoko Fujita, Ryoma Tamura, Jamie L Gilmore, Masahiro Nakano, Takeshi Noda.

VRNA-VRNA interactions in influenza A virus HA VRNA packaging.

OPTIONS X for the control of INFLUENZA

2019

Yutaro Yamagata, Yukiko Muramoto, Sho Miyamoto, Keiko Shindo, Masahiro Nakano, Takeshi Noda.

Generation of a purely clonal DI virus.

OPTIONS X for the control of INFLUENZA

2019

Yoko Fujita, Yukihiko Sugita, Masahiro Nakano, Yukiko Muramoto, Takeshi Noda.

Structural analysis of Marburg virus nucleoprotein-RNA complex core.

Frontiers in Cellular, Viral and Molecular Microscopy with Cryo-specimen preparation techniques

2019
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33

2019

2019

Yukihiko Sugita, Hideyuki Matsunami, Yoshihiro Kawaoka, Takeshi Noda, Matthias Wolf.

Cryo-EM structure of the Ebola virus nucleocapsid core.

75

2019

Yukihiko Sugita, Hideyuki Matsunami, Yoshihiro Kawaoka, Takeshi Noda, Matthias Wolf.

Cryo-EM structure of the Ebola virus nucleocapsid core.

19 71

2019
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2019

Matthias Wolf

RNA

92

2019

Yukihiko Sugita, Hideyuki Matsunami, Yoshihiro Kawaoka, Takeshi Noda, Matthias Wolf.

Structure of the Ebola virus core by single-particle cryo-EM.

International Symposium on Diffraction Structural Biology

2019

The 42nd Annual Meeting of the Molecular Biology Society of Japan

2019
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33

2019
75

2019
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2019

Masahiro Nakano, Sho Miyamoto, Junichi Kajikawa, Yukiko Muramoto, Takeshi Noda.

Identification of amino acid residues of influenza virus NS1 important for masking of double-stranded viral RNAs.

The 67th Annual Meeting of the Japanese Society for Virology

2019




Sho Miyamoto, Masahiro Nakano, Takeshi Morikawa, Ryoma Tamura, Yoko Fujita, Ai Hirabayashi, Yukiko Muramoto, Takeshi Noda.

Nucleolar localization of influenza virus nucleoprotein is essential for ribonucleoprotein complex formation.

The 67th Annual Meeting of the Japanese Society for Virology

2019

Yuki Takamatsu, Ai Hirabayashi, Stephan Becker, Takeshi Noda.

Functional region of Nucleoprotein in assembly and transport of Ebola virus nucleocapsid-like structure.

The 67th Annual Meeting of the Japanese Society for Virology

2019

Junichi Kajikawa, Ai Hirabayashi, Sho Miyamoto, Yuki Takamatsu, Shangfan Hu, Kazuya Houri, Shuzo Urata, Jiro Yasuda, Thomas
Strecker, Masahiro Nakano, Yukiko Muramoto, Takeshi Noda.

Relevance of degradative organelles in Mammarenavirus-infected cells to persistent infection.

The 67th Annual Meeting of the Japanese Society for Virology

2019

Kazuya Houri, Yoko Fujita, Yukihiko Sugita, Yukiko Muramoto, Shangfan Hu, Sho Miyamoto, Masahiro Nakano, Matthias Wolf,
Takeshi Noda.

Amino acid residues of Ebola virus nucleoprotein important for formation of nucleoprotein-RNA complex and functional
nucleocapsid.

The 67th Annual Meeting of the Japanese Society for Virology

2019




Shangfan Hu, Junichi Kajikawa, Shuzo Urata, Jiro Yasuda, Masahiro Nakano, Yukiko Muramoto, Takeshi Noda.

Analysis of Lymphocytic choriomeningitis virus replication in MDCK cells.

The 67th Annual Meeting of the Japanese Society for Virology

2019

Masahiro Nakano, Sho Miyamoto, Junichi Kajikawa, Yukiko Muramoto, Takeshi Noda.

Influenza A virus NS1 masks double-stranded RNA produced by viral ribonucleoprotein complex.

The 42nd Annual Meeting of the Molecular Biology Society of Japan

2019

Sho Miyamoto, Masahiro Nakano, Takeshi Morikawa, Ryoma Tamura, Yoko Fujita, Ai Hirabayashi, Yukiko Muramoto, Takeshi Noda.

Nucleolar localization of influenza virus nucleoprotein is essential for viral ribonucleoprotein complex formation.

The 42nd Annual Meeting of the Molecular Biology Society of Japan

2019

NS1 RNA

9th Negative Strand Virus-Japan Symposium

2020




9th Negative Strand Virus-Japan Symposium

2020

9th Negative Strand Virus-Japan Symposium

2020

NP-RNA

9th Negative Strand Virus-Japan Symposium

2020

NP-RNA

9th Negative Strand Virus-Japan Symposium

2020




Yukihiko Sugita

Cryo-EM at Institute for Protein Science, Osaka University.

Cryo-EM course at OIST, Okinawa

2020

93

2020

Kondo, H.

Two novel negative-strand RNA mycoviruses related to mymonaviruses and phenuiviruses in the Shiitake mushroom.

Asian Mycological Congress 2019

2019

15

2019




Suzuki, N.

Mycoviruses in C. parasitica and their biological control potential.

International Symposium on Cryphonectria and Mycoviruses.

2019

Aulia, A.

Reporter system for antiviral RNA silencing in a model filamentous fungus host

Asian Mycological Congress 2019

2019

Das, S

2A-like protease activity is essential for replication and viability of yado-kari virus 1 hosted by yado-nushi virus 1

Asian Mycological Congress 2019

2019

Aulia, A

A symptomless hypovirus, CHv4, facilitates stable infection of the chestnut blight fungus by a coinfecting reovirus likely
through suppression of antiviral RNA silencing

Asian Mycological Congress 2019

2019




Suzuki, N.

Dual functionality of fungal Dicer in multilayer antiviral defense

International Symposium on Virus Diseases of Important Crops

2019

Shahi, S

Investigation of host range of and host defense against a mitochondrially replicating mitovirus

The Annual Meeting of the American Society for Virology 2019

2019

Sato, Y

Characterization of a novel fungal polymycovirus with a potential neo-virus lifestyle

The Annual Meeting of the American Society for Virology 2019

2019

Suzuki, N

Dicer-mediated transcriptional and post-transcriptional antiviral defense

The Annual Meeting of the American Society for Virology 2019

2019




Suzuki, N.

Dicer functions transcriptionally and post-transcriptionally in a multilayer antiviral defense

European Congress of Virology 2019

2019

Eusebio-Cope, A

Detection of mycoviruses in phytopathogenic fungi causing disease of rice

PMCP 2019

2019

11 RNA Fusarium oxysporum

2020

Telengech, P.K.

Diverse partitiviruses from the phytopathogenic fungus, Rosellinia necatrix.

The Annual Meeting of the Japanese Phytopathological Society

2020
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IRES

2020

Syunichi Urayama

RNA virus diversity in sea water and hot springs

2019

RNA

2019




Yuto Chiba

RNA virus diversity in Aspergillus fumigatus and its related species revealed by deep-sequencing method

The 8th Global Network Forum on Infection and Immunity

2020

2019

Syunichi Urayama

Application of highly efficient non-retro RNA virus surveillance method (FLDS) to a human organ

2019

FLDS

2020




Ogata H., Blanc-Mathieu R., Kaneko H., Endo H.

Global genetic data reveal lineages of giant viruses and other eukaryotic viruses associated with the carbon export
efficiency

4th Ringberg Symposium on Giant Virus Biology

2019

, Delmont T., ., Blanc-Mathieu R.,

2019

Meng L., Endo H., Blanc-Mathieu R., Ogata H.

NCLDV host prediction with marker gene co-occurrence analysis in marine metagenomes

2019

s , ., Blanc-Mathieu R.,

2019




Prodinger F., Endo H., Takano Y., Li Y., Tominaga K., Isozaki T., Blanc-Mathieu R., Gotoh Y., Nagasaki Keizo., Yoshida T.,
Ogata H.

Exploring community changes of bloom forming eukaryotic phytoplankton and Megaviridae in Uranouchi Inlet, Japan

2019

2019

, Blanc-Mathieu R., ,

2019

Endo H., Li Y., Blanc-Mathieu R., Ogata H.

Global biogeography of giant viruses highlights their interplay with eukaryotic community.

2019

2019




Kaneko H., Blanc-Mathieu R., Endo H., Ogata H.

The abundance profile of eukaryotic plankton viruses could predict global ocean carbon export efficiency

8 (11BMP)

2019

33

2019

Blanc-Mathieu R., Dahle H., Ogata H., Sandaa R.-H.

A persistent algal virus with an unprecedented amount of metabolic genes.

33

2019

Bacteroidetes

33

2019




33

2019

Prodinger F., Endo H., Li Y., Tominaga K., lIsozaki T., Gotoh Y., Yoshida T., Ogata H.

Linking seasonal dynamics of Megaviridae and bloom forming eukaryotic phytoplankton in Uranouchi inlet, Japan

33

2019

Ogata H.

Eukaryotic giant viruses: update on their evolution, diversity and ecology.

ELSI Thermophiles seminar-Microbes from the Hadean Hel

2019

Ogata H.

Prediction of viruses enhancing the biological carbon pump.

Neo-Virology Informatics Workshop

2019




Kaneko H., Blanc-Mathieu R., Endo H., Ogata H.

Analysis of Tara Oceans omics data reveals eukaryotic plankton viruses related to carbon export flux and efficiency

19th Annual International Workshop on Bioinformatics and Systems Biology

2019

Prodinger F., Endo H., Li Y., Tominaga K., Tatsuhiro I., Gotoh Y., Yoshida T., Ogata H.

Seasonal dynamics of a proposed group of giant viruses and bloom forming eukaryotic phytoplankton

19th Annual International Workshop on Bioinformatics and Systems Biology

2019

Ogata H.

Do viruses enhance the carbon export down to the deep ocean?

Gordon Research Conference Applied and Environmental Microbiology: Shaping the Earth Microverse

2019

Miyazaki U., Delmont T., Endo H., Blanc-Mathieu R., Ogata H.

Preliminary Metagenomic Study towards Discovering Novel Auxiliary Metabolic Genes in Marine Large Viruses.

19th Annual International Workshop on Bioinformatics and Systems Biology

2019




DNA

33

2019

Chaetoceros

2019

2019

Yuji Tomaru

Challenges for detecting diverse viruses infecting marine planktonic diatoms from coastal sediments

11th EastHAB symposium

2019

10

2019




Nagasaki K.

How a Small Society for Giant Viruses started a quarter of a century ago?

4th Ringberg Symposium on Giant Virus Biology

2019

Nagasaki K, Takano Y, Tanaka K, Murayama M, Arai K, Takahashi M, Masuda Y, Tomaru Y, Wada K.

Retrospective approach for analyzing past dynamics of a bloom-forming alga and its infectious virus.

International Symposium on Aquatic Metagenomics

2019

DNA
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2020

61

2019

RNA

2019

Hideki Takahashi

Virus latency and the impact on plants

The 18th Awaji International Forum on Infection and Immunity

2019




Hideki Takahashi

Introduction of International Education and Research Center for Food and Agricultural Immunology

International Symposium on New Insights on Animal Nutrition, Breeding and Reproduction

2019

Shuhei Miyashita

A simple evolution model of MOl unveils the distinct biological principles behind different classes of viruses

International Neovirology Mini-symposium Series IV

2019
Michael F Seidl Jasper RL Depotter Bart PHJ Thomma
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Sara E. Hanbal
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2019

Sara E. Hanbal
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31

2019

Ainan Tian, Shuhei Miyashita, Sugihiro Ando, Hideki Takahashi

Analysis of genomic region in cucumber mosaic virus RNA1 which determines the induction of the non-HR cell death in
reassorted CMV-inoculated leaves of Arabidopsis thaliana

31

2019
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2019
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2019

Sara E. Hanbal, Keisuke Takashima, Shuhei Miyashita, Sugihiro Ando, Kumiko Ito, Mohsen M. Elsharkawy, Toshiro Kaneko, Hideki
Takahashi

Atmospheric-pressure plasma irradiation can disrupt tobacco mosaic virus particles and RNAs to inactivate their infectivity

2019

Tokiko Watanabe

Control of Ebola virus disease: vaccine development and our project in Sierra Leone

The 17th Awaji International Forum on Infection and Immunity

2018




Tokiko Watanabe

Research of zoonotic diseases: Control of Ebola virus disease.

Workshop on Environmental Viruses

2018

Yoshihiro Kawaoka

A hightly pathogenic avian H7N9 influenza virus isolated from a human is lethal in some ferrets infected via respiratory
droplets.

10th International Symposium on Avian Influenza

2018

Yoshihiro Kawaoka

Flu-Vision: Imaging systems for analyzing influenza virus infection

Philipps University Marburg Current Topics in Influenza and Filovirus Research

2018

Yoshihiro Kawaoka

Centenary of the 1918 Spanish Influenza, the Worst Pandemic in the Recent History of the World

Influenza Virus Virulence factors, International Symposium

2018




Yoshihiro Kawaoka

Flu-vision, total imaging systems for analyzing influenza virus infection.

Nature Conference on Viral Infection and Immune Response

2018

Yoshihiro Kawaoka

Human Ebola Virus Disease Pathogenesis Revealed by Multi Platform Omics Analysis,

Keystone Symposia in Hong Kong

2018

Yamayoshi S, Oishi K, Kawaoka Y.

The role of N-terminal acetylation by NatB in the shutoff activity of PA-X.

The 7th China_Japan Bilateral Symposium on All Influenza virus

2018

Yamayoshi S, Kawaoka Y

Human monoclonal antibodies against influenza virus

MEDLAB Asia Pacific & Asia Health Exhibition & Congress 2018

2018




Iwatsuki-Horimoto K.

Animal Models for Influenza Research.

Symposium "Zoonosis Research® in Veterinary Science at University of Tokyo

2018
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2018

2018

2018




161

2018

2018

2018
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2018

2018

Yamayoshi S, Kiso M, Yasuhara A, Ito M, Kawaoka Y.

Identification of amino acids that enhance virus replication in mammalian hosts in the PB2 and PA proteins of a highly
pathogenic H7N9 influenza virus isolated from a human

8th Orthomyxovirus research conference

2018

Kohei Oishi, Seiya Yamayoshi, Hiroko Kozuka-Hata, Masaaki Oyama and Yoshihiro Kawaoka

N-terminal acetylation by NatB is required for the shutoff activity of influenza A virus PA-X

The 17th Awaji International Forum on Infection and Immunity

2018




H. Ueki, IH. Wang, S. Fukuyama, H. Katsura, T. Lopes, M. Gunzer, G. Neumann, and Y. Kawaoka

In vivo imaging captures the pathophysiological changes and dynamics of immune cells in influenza virus-infected mouse lung.

The 2018 Negative Strand RNA Virus

2018

Atsuhiro Yasuhara, Seiya Yamayoshi, Maki Kiso, Shinya Yamada, Yoshihiro Kawaoka

The potential of human monoclonal antibodies that recognize the influenza A(HIN1)pdm09 virus hemagglutinin receptor-binding
site as anti-influenza agents.

The 2018 Negative Strand RNA Virus

2018

Kosuke Takada, Chiharu Kawakami, Shufang Fan, Shiho Chiba, Gongxun Zhong, Chunyang Gu, Kohei Shimizu, Sara Takasaki, Yuko
Sakai-Tagawa, Tiago J. S. Lopes, Jayeeta Dutta, Harm van Bakel, Zenab Khan, Divya Kriti, Shinya Yamada, Tokiko Watanabe,
Masaki Imai, Yoshihiro Kawaoka.

A humanized MDCK cell line for the efficient isolation and propagation of human influenza viruses.

Influenza and Other Infections Symposium

2018

Yamayoshi S, Kiso M, Yasuhara A, Ito M, Shu Y, Kawaoka Y.

Identification of amino acids that enhance virus replication in mammalian hosts in the PB2 and PA proteins of a highly
pathogenic H7N9 influenza virus isolated from a human

17th Negative Strand Virus Meeting

2018




Takeaki Imamura, Shinya Yamada, Kiyoko lwatsuki-Horimoto, Reviany V. Nidom, Setyarina Indrasari, Kuncoro P. Santoso,
Chairul .A Nidom, Yoshihiro Kawaoka

Amino acid substitutions in the PB2 protein of an H5N1 avian influenza virus enhance its replication efficiency and
pathogenicity in mammalian hosts.

XVII International Meeting on Negative Strand Viruses

2018

Yuri Furusawa, Shinya Yamada, Yoshihiro Kawaoka.

Host Factor Nucleoporin 93 Is Involved in The Nuclear Export of Influenza Virus RNA.

The 17th Awaji International Forum on Infection and Immunity,

2018

Huapeng Feng,

161

2018

S. Yamayoshi, A. Yasuhara, M. Ito, R. Uraki, Y. Kawaoka

Differences in the ease with which mutant viruses escape from human monoclonal antibodies against the HA stem of influenza A
virus

66

2018




161

2018

I-Hsuan Wang, Jiro Usukura, and Yoshihiro Kawaoka

Understanding influenza A virus budding by direct visualization of viral ribonucleoproteins at the plasma membrane.

The 66th Annual Meeting of the Japanese Society for Virology

2018
, J. IH. Wang, , , Lopes TJS, Gabriele Neumann,

161

2018
, I-Hsuan Wang, , , Lopes TJS, Gabriele Neumann,

26

2018




Hiroshi Ueki, Satoshi Fukuyama, Gabriele Neumann, and Yoshihiro Kawaoka

In vivo imaging of the pathophysiological changes and dynamics of immune cells in influenza virus-infected mouse lung.

47

2018

Huapeng Feng, Makoto Yamashita, Tiago Jose da Silva Lopesa, Tokiko Watanabe, Yoshihiro Kawaoka

Injectable excipients as novel influenza vaccine adjuvants.

66th Annual Meeting of the Japanese Society for Virology

2018

So Nakagawa, Mahoko Ueda

gEVE database provides possibly protein-coding sequences that are similar to viruses in 20 mammalian genomes

3rd Annual Meeting of the EVBC

2019

41

2018




41

2018

RNA

41

2018

So Nakagawa

Genome-wide expression analysis for endogenous viral elements in mammalian genomes

The 66th Annual Meeting of the Japanese Society for Virology

2018

Yoriyuki Konno, Shumpei Nagaoka, lzumi Kimura, Keisuke Yamamoto, Yumiko Kagawa, Ryuichi Kumata, Hirofumi Aso, Mahoko
Takahashi Ueda, So Nakagawa , Tomoko Kobayashi, Yoshio Koyanagi and Kei Sato

New World feline APOBEC3 potently controls inter-genus lentiviral transmission

The 66th Annual Meeting of the Japanese Society for Virology

2018




So Nakagawa, Mahoko Ueda

gEVE: a database for viral "fossils® in mammalian genomes

2018
Kirill Kryukov
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20

2018

Mahoko Ueda, Satomi Mitsuhashi, Hiroaki Mitsuhashi, Tadashi Imanishi, So Nakagawa

Transcriptome analysis to identify genes derived from endogenous retrovirus that mediate cell-cell fusion during
differentiation of mouse myoblasts

The Society for Molecular Biology & Evolution 2018 (SMBE2018)

2018

Kirill Kryukov, Mahoko Takahashi Ueda, Tadashi Imanishi, So Nakagawa

Non-retroviral virus-like elements in eukaryotic genomes.

The Society for Molecular Biology & Evolution 2018 (SMBE2018)

2018

So Nakagawa, Mahoko Takahashi Ueda, Yohei Kurosaki, Yusuke Nakano, Taisuke lzumi, Olamide K. Oloniniyi, Jiro Yasuda, Yoshio
Koyanagi, and Kei Sato

Molecular evolutionary analysis of Ebola virus glycoprotein identified two amino acid mutations that affect viral
infectivity

The Society for Molecular Biology & Evolution 2018 (SMBE2018)

2018




Yusuke Nakano, Keisuke Yamamoto, Andrew Soper, Terumasa lkeda, Reuben S. Harris, Kei Sato, Yoshio Koyanagi

Evolutionary journey of primate lentivirus transmission from chimpanzee to gorilla focusing on relationship between Vif and
APOBEC3

Cold Spring Harbor Laboratory Meeting on Retroviruses

2018

Daichi Yamasoba, Kei Sato, Dominik Hotter, Elisabeth Reith, Lennart Koepke, Regina Linsenmeyer, Daron M. Standley, Daniel
Sauter, Yoshio Koyanagi, Osamu Takeuchi

Identification of a host RNA binding protein as a novel HIV-1 restriction factor

Cold Spring Harbor Laboratory Meeting on Retroviruses

2018

Andrew J. Soper, Yoriyuki Konno, Shumpei Nagaoka, Keisuke Yamamoto, Hirofumi Aso, lzumi Kimura, Guillermo Juarez-Fernandez,
Naoko Misawa, Yusuke Nakano, Kei Sato, Yoshio Koyanagi

Investigation of HIV-1 heterogeneity and compartmentalization in humanized mouse model

Cold Spring Harbor Laboratory Meeting on Retroviruses

2018

Yohei Kurosaki, Mahoko Takahashi Ueda, Yusuke Nakano, Jiro Yasuda, Yoshio Koyanagi, Kei Sato, So Nakagawa

Different effects of two mutations on the infectivity of Ebola virus glycoprotein in nine mammalian species

NSV (Negative strand virus) 2018

2018




RNA HIV-1

29

2018

20

2018

Kei Sato

Evolutionary episode of primate lentiviruses: conflict of Vif and APOBEC3

The 17th Awaji International Forum on Infection and Immunity

2018

Yoshio Koyanagi, Kei Sato

HIV-1 pathogenesis study using humanized mice

30th International Workshop on Retroviral Pathogenesis

2018




Kei Sato, Yoshio Koyanagi

Functional (or dysfunctional) conflict of Vif and APOBEC3 in humanized mice infected with HIV-1

30th International Workshop on Retroviral Pathogenesis

2018

Shumpei Nagaoka, Eiryo Kawakami, Jumpei Ito, Naoko Misawa, Hirofumi Aso, Shinji Nakaoka, Yorifumi Satou, Katsuyuki
Shiroguchi, Yoshio Koyanagi, Kei Sato

Characterization of HIV-1 infected cells in vivo by multi-omics analysis

The 66th Annual Meeting of the Japanese Society for Virology

2018

Takafumi Shichijo, Jun-ichiro Yasunaga, Kazuya Shimura, Kei Sato, Yoshio Koyanagi, Patrick Green, Edward Murphy, Masao
Matsuoka

Comprehensive analysis of proviral sequences in HTLV-1 and HTLV-2 carriers

The 66th Annual Meeting of the Japanese Society for Virology

2018

Hirofumi Aso, Jumpei Ito, Yoshio Koyanagi, Kei Sato

Systematic investigation of transcriptional regulations of interferon-stimulated genes

The 66th Annual Meeting of the Japanese Society for Virology

2018




Daichi Yamasoba, Kei Sato, Yoshio Koyanagi, Osamu Takeuchi

MALT1-mediated cleavage of N4BP1, an antiviral RNase, contributes to the viral reactivation in latently HIV-1 infected cells

The 66th Annual Meeting of the Japanese Society for Virology

2018

Andrew J. Soper, Yoriyuki Konno, Naoko Misawa, Yusuke Nakano, Kei Sato, Yoshio Koyanagi

Artificial Nef mutations used to investigate source of HIV in humanized mouse model

The 66th Annual Meeting of the Japanese Society for Virology

2018

Ryuichi Kumata, Yusuke Kakizoe, Naoko Misawa, Shingo lwami, Kei Sato, Yoshio Koyanagi

Quantification of antiviral effects of IFN-alpha on HIV cell-free and cell-to-cell infection based on experimental-
mathematical investigation

The 66th Annual Meeting of the Japanese Society for Virology

2018

Hirofumi Fukuda, Anamaria Daniela Sarca, Kazuo Yamashita, Songling Li, Hirotaka Ebina, Kotaro Shirakawa, Kei Sato, Daron
Standley, Yoshio Koyanagi, Taisuke lzumi, Akifumi Takaori-Kondo

Strucural and RNA binding model of APOBEC3G N-terminal domain for new drug designs

The 66th Annual Meeting of the Japanese Society for Virology

2018




Jumpei Ito, lzumi Kimura, Andrew J. Soper, Yoshio Koyanagi, Kei Sato

Pan-cancer profiling of expressions of human endogenous retrovirusess

The 66th Annual Meeting of the Japanese Society for Virology

2018

Yusuke Nakano, Keisuke Yamamoto, Andrew J. Soper, Kei Sato, Yoshio Koyanagi

Tracing the evolution of great ape lentiviruses focusing on the functional relationship between Vif and APOBEC3G

The 66th Annual Meeting of the Japanese Society for Virology

2018

Keisuke Yamamoto, Yusuke Nakano, Kei Sato, Yoshio Koyanagi

HIV-1 group O Vif proteins counteract human A3D, A3F and A3H independently of DRMR and FH motifs

The 66th Annual Meeting of the Japanese Society for Virology

2018

Izumi Kimura, Takamasa Ueno, Kei Sato, Yoshio Koyanagi

Impact of host HLA allele influencing HIV-1 pathogenesis

The 66th Annual Meeting of the Japanese Society for Virology

2018




Yoriyuki Konno, Shumpei Nagaoka, lzumi Kimura, Keisuke Yamamoto, Yumiko Kagawa, Ryuichi Kumata, Hirofumi Aso, Mahoko
Takahashi Ueda, So Nakagawa, Tomoko Kobayashi, Yoshio Koyanagi, Kei Sato

New World feline APOBEC3 potently controls inter-genus lentiviral transmission

The 66th Annual Meeting of the Japanese Society for Virology

2018

Kei Sato

Shedding light on the dynamics of HIV-1 infection through virological and multi-omics approaches

CAIDS/ACC/ARC Joint Symposium

2018

41

2018

HIV
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2018




HIV-1 Vif APOBEC3

32

2018

MALT1 N4BP1 HIV-1

32

2018

Kei Sato

Human-specific adaptations in Vpu conferring anti-tetherin activity are critical for efficient early HIV-1 replication in
vivo

Highlights in Basic and Clinical Research in HIV/AIDS

2019

2019




Kiwamu Hyodo

A role of reactive oxygen species during the replication of a plant virus

International Neovirology Mini-Symposium series IV

2019

Galis lvan

2019

RACK1

2018
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2018




Shuichi Kawano, Hironori Fujisawa, Toyoyuki Takada, Toshihiko Shiroishi

A one-stage estimation of principal component regression for generalized linear models

The 2nd International Conference on Econometrics and Statistics

2018

Shuichi Kawano

Sparse principal component regression via singular value decomposition

The 11th International Conference of the ERCIM WG on Computational and Methodological Statistics

2018

Keizo Tomonaga

Roles of RNA transcripts from endogenous bornavirus-like elements in host evolution

Evolution

2018

Keizo Tomonaga

Roles of non-coding RNAs from endogenous bornavirus-like elements in Borna disease virus infection

2nd International Symposium on RNA virus persistence

2018




Keizo Tomonaga

Intranuclear persistent infection of bornavirus as an evolutionary strategy determining the survival and fitness

Virus Dynamics Workshop in Japan

2018

Masayuki Horie, Shohei Kojima, Bea Clarise B.Garcia, Dong-Yun Kim, Yahiro Mukai, Nicholas F. Parrish, Keizo Tomonaga.

Systematic investigation of novel lineages of endogenous bornavirus-like elements in vertebrate genomes.

17th Negative Strand RNA Virus

2018

Shohei Kojima, Ryo Sato, Mako Yanai, Yumiko Komatsu, Manabu lgarashi, Masayuki Horie, Keizo Tomonaga.

Alternative splicing unmasks an endoplasmic reticulum targeting signal of Borna disease virus nucleoprotein

17th Negative Strand RNA Virus

2018

Akiko Makino, Yutaro Yamamoto, Yuya Hirai, Keizo Tomonaga.

Translational regulation of Borna disease virus.

17th Negative Strand RNA Virus

2018




Yahiro Mukai, Masayuki Horie, Yuki Kobayashi, Shohei Kojima, Ken Maeda, Keizo Tomonaga

Investigation of the biological role of an endogenous bornavirus-like element in miniopterid bat genomes.

17th Negative Strand RNA Virus

2018

RNA

20 RNA

2018

Masayuki Horie, Junna Kawasaki, Dong-Yun Kim, Yahiro Mukai, Shohei Kojima, Bea Clarise B. Garcia, Nicholas F. Parrish, Keizo
Tomonaga

Systematic investigation of novel lineages of endogenous bornavirus-like elements in the human genome.

The 17th Awaji International Forum on Infection and Immunity

2018

Yahiro Mukai, Masayuki Horie, Yuki Kobayashi, Shohei Kojima, Ken Maeda, Keizo Tomonaga

Examination of the biological property of a protein encoded by an endogenous bornavirus-like element in miniopterid bat
genomes.

The 17th Awaji International Forum on Infection and Immunity

2018




Determination of interacting host factors of an endogenous bornavirus-like element-derived protein in miniopterid bat cells.

The 66th Annual Meeting of the Japanese Society for Virology

2018

Akiko Makino, Kan Fujino, Keizo Tomonaga

Generation of chimeric mammalian orthobornavirus.

The 66th Annual Meeting of the Japanese Society for Virology

2018

Dong-Yun Kim, Yahiro Mukai, Shohei Kojima, Yumiko Komatsu, Masayuki Horie, Keizo Tomonaga

Characterization of newly discovered endogenous bornavirus-like elements in the human genome.

The 66th Annual Meeting of the Japanese Society for Virology

2018

RNA
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2018




A bornavirus-derived gene in miniopterid bats encodes a potentially functional RNA-binding protein.

41

2018

41

2018

RNA
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2019

Tomohiko Sadaoka, Werner J .D. Ouwendijk, Daniel P. Depledge, Judith Breuer, Georges M. G. M. Verjans, Yasuko Mori

Transcriptional complexity of the varicella-zoster virus latency-associated transcript

43rd Annual International Herpesvirus Workshop

2018
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2018

67

2018

69

2018
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2018

Nami Kimura, Akihisa Kato, Yuhei Maruzuru, Naoto Koyanagi, Jun Arii, Yasushi Kawaguchi

Negative regulation of HSV-1 Us3 kinase by tyrosine phosphorylation and its role in viral replication and pathogenesis

The 66th Annual Meeting of the Japanese Society for Virology

2018

Yasushi Kawaguchi

Novel Evasion Mechanisms against Innate and Adaptive Immune Responses by Herpes Simplex Virus 1

43rd Annual International Herpesvirus Workshop

2018

Tomohiro Mochizuki

New hyperthermophilic crenarchaeal virus with unusual genotype

EVOLUTION - Genetic Novelty/Genomic Variations by RNA Networks and Viruses

2018




Tomohiro Mochizuki

Isolation of 5 new hyperthermophilic archaeal viruses, all f possibly different viral families

Viruses of Microbes

2018

Tomohiro Mochizuki

Isolation of 4 new hyperthermopilic archaeal Pyrobaculum viruses, including a rare ssDNA virus

Extremophiles

2018

Tomohiro Mochizuki

Isolation of novel hyperthermophilic archaeal ssDNA virus, with new perspectives on the archaeal virosphere

2018

Romain Blanc-Mathieu Chihong Song

Medusavirus

2018




Hiroyuki Ogata, Genki Yoshikawa, Romain Blanc-Mathieu, Chihong Song, Yoko Kayama, Tomohiro Mochizuki, Kazuyoshi Murata,
Masaharu Takemurata

A Giant Virus From a Freshwater Environment With a Full Set of Histone Genes

Aquatic Virus Workshop 9

2018

Masaharu Takemura, Genki Yoshikawa, Keita Aoki, Tomohiro Mochizuki, Romain Blanc-Mathieu, Chihong Song, Kazuyoshi Murata,
Hiroyuki Ogata

Molecular phylogenetic analysis of Acanthamoeba castellanii medusavirus Acanthamoeba castellanii medusavirus

2018

Medusavirus

74

2018

Eiko Matsuo, Hiroko Omori, Keiichi Saeki, Junichi Kawano

Visualization of Epizootic hemorrhagic Disease Virus Entry and Protein Synthesis

The 66th Annual Meeting of the Japanese Society for Virology

2018




Eiko Matsuo, Marina Hamaji, Hiroko Omori, Hideyuki Tsuji, Akari Saito, Polly Roy, Keiichi Saeki, Takeshi Kobayashi, Junichi

Kawano

Further analysis of Ibaraki virus VP6 to produce fluorescence-labeled orbiviruses

13th International dsRNA Virus Symposium

2018

Meier-Kolthoff JP, Uchiyama J, Yahara H, Paez-Espino D, Yahara K

Investigation of recombination-intense viral groups and their genes in oral microbiome

96th General Session of the IADR

2018

- Earth®s virome -

2018

Meier-Kolthoff JP, Uchiyama J, Yahara H, Paez-Espino D, Yahara K

Investigation of recombination-intense viral groups and their genes in the Earth®s virome

2019




Takashi Irie

Characterization of a Sendai virus isolate producing copyback-type defective viral RNA and its potential as an effective
vaccine adjuvant

Influenza and Other Infections

2019

Hideki Takahashi

Latent plant-virus interactions and their impact on plant stress tolerance.

WUR-TU Plant Science Workshop 2018

2018

Shuhei Miyashita

Social aspects in viral ways of life, analyzed by wet experiments and dry simulations.

WUR-TU Plant Science Workshop 2018

2018

Shuhei Miyashita

Evolution of strategies in space: the never-ending quests for higher fitness by viruses and the hosts driven by differences
and changes in spatial structures.

The 17th Awaji International Forum on Infection and Immunity

2018




Shuhei Miyashita

Majority decisions by four or five members: social rules that can be formed and maintained in viral populations to exclude
free riders.

Seminaire BGP1 CIRAD

2018

Ainan Tian, Shuhei Miyashita, Sugihiro Ando, Hieki Takahashi

Comparative analysis of two-type of cell death developed in cucumber mosaic virus-inoculated leaves of Arabidopsis thaliana

30
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RNA

30

2018

RNA-seq

30

2018

Turnip crinkle virus

30

2018

Ainan Tian, Shuhei Miyashita, Sugihiro Ando, Hideki Takahashi

Analysis of genomic region in cucumber mosaic virus RNA1 which determines ectopic induction of cell death in reassorted CMV-

inoculated leaves of Arabidopsis thaliana

30

2018




, Michael F Seidl, Jasper RL Depotter, , , Bart PHJ Thomma

Verticillium RNA

30

2018

Kazunori Kuriyama, Midori Tabara, Hideki Takahashi, Hiromitsu Moriyama and Toshiyuki Fukuhara

An endogenous pararetrovirus, petunia vein clearing virus, affects RNA interference in petunia

12th International Plant Molecular Biology Congress

2018

Tabara M, Suzuki N, Moriyama H, Fukuhara T.

In-vitro biochemical characterization of a Dicer of Neurospora crassa, DCL2, in comparison with plant Dicers, DCL3 and DCL4
of Arabidopsis thaliana

41

2018

Kazunori Kuriyama, Midori Tabara, Hideki Takahashi, Hiromitsu Moriyama and Toshiyuki Fukuhara

An endogenous Petunia vein clearing virus affects RNA interference in the star-type petunia

The Molecular Biology Society of Japan

2019
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2018

2018

Telengech, P. K., Micheni, C. M. , Hisano, S., Kondo, Arjona-Lopez, J. M., Lopez-Herrera, C., Kanematsu, S., and Suzuki, N.

Novel diverse partitiviruses from the phytopathogenic fungus, Rosellinia necatrix.

33rd Annual Meeting of the Chugoku/Shikoku Regional Virology Society

2018

Aulia, A., Andika, I. B., Hillman, B. I., and Suzuki, N.

Cryphonectria hypovirus 4 strain C18 exerts synergistic effects in the host fungus Cryphonectria parasitica

33rd Annual Meeting of the Chugoku/Shikoku Regional Virology Society

2018




Shahi, S., Eusebio-Cope, A., 1. B., Hillman, B. 1., and Suzuki, N.

Host range expansion of and avoidance of antiviral RNA silencing by a mitochondrially replicating virus, Cryphonectria
mitovirus 1.

33rd Annual Meeting of the Chugoku/Shikoku Regional Virology Society

2018

2018

RNA

53

2018

2018




Aulia, A., Andika, I. B., Hillman, B. I., and Suzuki, N.

Synergism in the chestnut blight fungus Cryphonectria parasitica between two RNA viruses, Cryphonectria hypoviruses 1 and 4

The 17th Awaji International Forum on Infection and Immunity

2018

Hisano, H., Zhang, R., Faruk, M. I., Kondo, H., and Suzuki, N.

A neo-virus lifestyle exhibited by a (+)ssRNA virus hosted in an unrelated dsRNA virus: taxonomic and evolutionary
considerations

American Society for Virology 2018

2018

Arjona-Lopez, J.M., Suzuki N., Lopez-Herrera, C.J.

Detection and identification of new mycoviruses in Rosellinia necatrix isolates from avocado crops

National Congress of the Spanish Society of Phytopathology

2018

Suzuki, N.

Virocontrol and RNA silencing

KSPP 2018 Satellite Meeting on Fungal Genetics

2018




Suzuki, N.

A neo-virus-lifestyle exhibited by a (+)RNA virus hosted by an unrelated dsRNA virus in a phytopathogenic fungus.

The Spring Meeting of the Korean Society of Plant Pathology (KSPP 2018)

2018

Suzuki, N.

Another nude virus: a capsidless ssRNA virus hosted by an unrelated dsRNA virus

Post ICBC Satellite Meeting

2018

Suzuki, N., and Kanematsu, S.

Viruses as biological control (virocontrol) agents of plant fungal pathogens

The First International Congress of Biological Control.

2018

Suzuki, N.

Another nude virus: a capsidless ssRNA virus hosted by an unrelated dsRNA virus.

13th International dsRNA Virus Symposium. Houffalize, Belgium

2018




Caston, J. R., Mata, C. P., Luque, D., Suzuki, N., and Ghabrial, S. A.

Structures of replicative cores of dsRNA viruses

13th International dsRNA Virus Symposium. Houffalize, Belgium

2018

Shahi, S., and Suzuki, N

Protoplast fusion as a means for horizontal transfer of a mitochondrially replicating positive-sense RNA virus from a
filamentous ascomycete, Cryphonectria parasitica.

Africa Day Symposium 2018

2018

Aulia, A., and Suzuki, N

Cryphonectria hypoviruses 4 (CHV4) suppresses antiviral RNAi induced by a mutant of another hypovirus CHV1 in the chestnut
blight fungus.

Africa Day Symposium 2019

2018

Telengech, P.K., Micheni, C. M., Hisano, S., Kondo, H., Arjona-Lopez, J.M., Lopez-Herrera, C., Kanematsu, S., and Suzuki, N.

Novel diverse Partitiviruses from the phytopathogenic fungus, Rosellinia necatrix.

Africa Day Symposium 2020

2018




Shahi, S., Eusebio-Cope, A., 1. B., Hillman, B. 1., and Suzuki, N.

Investigation of host range of and host defense against a mitochondrially replicating mitovirus

International Neovirology Mini-symposium Series |11

2018

Telengech, P. K., and Suzuki, N.

Diversity of partitiviruses isolated from the white root rot fungus, Rosellinia necatrix, pathogenic to many perennial
crops.

International Workshop on Towards the Sustainable Development of Agriculture and Food Production in Africa

2019

RNA
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Wajeeha Shamsi Atif Jamal Muhammad Faraz Bhatti

31
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2019

Andika, I. B., Kondo, H., and Suzuki, N.

Dicer functions transcriptionally and post-transcriptionally in a multilayer antiviral defense.

The Annual Meeting of the Japanese Phytopathological Society. March 18-20, 2019.

2019




Kobayashi T.

Nelson Bay orthoreovirus pl7 protein regulates viral replication in a host-specific manner

12

2018

Kobayashi T.

Reverse genetics systems for orthoreoviruses and rotaviruses

13th International dsRNA Symposium 2018

2018

Kanai Y, Kawagishi T, Onishi M, Pannacha P, Nouda R, Nurdin J, Nomura K, Ushijima H, Kobayashi T.

Antigenicity of simian and human reassortant rotaviruses generated by reverse genetics

13th International dsRNA Symposium 2018

2018

Kawagishi T, Kanai Y, Yusuke Sakai, Nouda R,Tani H, Shimojima M, Saijo M, Matsuura Y, Kobayashi T.

Nelson Bay Orthoreovirus cell attachment protein sigma-C determines strain-specific differences in viral replication and
pathogenesis

13th International dsRNA Symposium 2018

2018




Pimfhun Pannacha Nurdin Jeffery

161

2018

Kawagishi T, Kanai Y, Sakai Y, Nouda R, Tani H, Shimojima M, Saijo M, Matsuura Y, Kobayashi T.

Nelson Bay reovirus sigmaC body domai is associated with strain-specific differences in viral replication

The 66th Annual Meeting of the Japanese Society for Virology

2018

Nouda R, Kawagishi T, Kanai Y, Shimojima M, Saijo M, Matsuura Y, Kobayashi T.

Fusogenic bat-borne orthoreoviru pl7 protn regulates viral repliation in a host-specific manner

The 66th Annual Meeting of the Japanese Society for Virology

2018

Pannacha P, Kanai Y, Onishi M, Kawagishi T, Nouda R, Nurdin J, Matsuura Y, Kobayashi T.

Development of stable reporter rotaviruses

The 66th Annual Meeting of the Japanese Society for Virology

2018




Kanai Y, Kawagishi T, Onishi M, Pannacha P, Nouda R, Nurdin J, Nomura K, Ushijima H, Kobayashi T.

Platform for rotavirus vaccine development using plasmid-based reverse genetics

The 66th Annual Meeting of the Japanese Society for Virology

2018

Kobayashi T.

22

2018

Chikako Ono, Takasuke Fukuhara, Daisuke Okuzaki, Tomokazu Tamura, Hiroyuki Mori, Asuka Sato, Takuma lzumi, Yuzy Fauzyah,
Toru Okamoto, Yoshiharu Matsuura

Identification of comparable miRNAs with miR-122 on the propagation of hepatitis C virus

The 66th Annual Meeting of the Japanese Society for Virology

2018

Tomokazu Tamura, Takasuke Fukuhara, Manabu lgarashi, Takuro Uchida, Bazarragchaa Enkhbold, Chikako Ono, Hiroyuki Mori, Asuka
Sato, Yuzy Fauzyah, Toru Okamoto, Yoshihiro Sakoda, Kazuaki Chayama, Yoshiharu Matsuura

In vivo propagation of recombinant Flaviviridae viruses possessing NanoLuc subunit

The 66th Annual Meeting of the Japanese Society for Virology

2018




Chikako Ono, Takasuke Fukuhara, Daisuke Okuzaki, Tomokazu Tamura,Hiroyuki Mori, Asuka Sato, Yuzy Fauzyah, Toru Okamoto,
Kazuhiko Koike, Yoshiharu Matsuura

miRNAs comparable with miR-122 on the propagation of hepatitis C virus

5th International Symposium on Hepatitis C Virus and Related Viruses

2018

Tomokazu Tamura, Takasuke Fukuhara, Manabu lgarashi, Takuro Uchida, Bazarragchaa Enkhbold, Chikako Ono, Hiroyuki Mori, Asuka
Sato, Yuzy Fauzyah, Toru Okamoto, Yoshihiro Sakoda, Kazuaki Chayama, Yoshiharu Matsuura

In vivo propagation of recombinant Flaviviridae viruses possessing NanoLuc subunit

The 37th_American Society of Virology 2018 Annual Meeting

2018

70

2018

Hirofumi Sawa, Shintaro Kobayashi, Hiroki Yamaguchi, Wallaya Phongphaew, Michihito Sasaki, Yasuko Orba

Examination of neuronal injury by West Nile virus infection

East Asian Neurology Forum 59

2018
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2018

Ryo Nakao, Gohta Kinoshita, Ayumi Saito, Yongjin Qiu, Keita Matsuno, Chihiro Sugimoto, Ken Katakura

Complete mitochondrial genome analysis of ticks

14th International Congress of Parasitology (ICOPA 2018)

2018

Jody Hobson-Peters Roy A. Hall

161

2018

161

2018




May June Thu, Yongjin Qiu, Chihiro Sugimoto, Ken Katakura, Norikazu lIsoda, Ryo Nanao

Isolation of endosymbionts of ticks in Japan

161

2018

Shiho Torii_Yuji Wada_Michihito Sasaki_Jody Hobson-Peters_Roy A. Hall_Yasuko Orba_Hirofumi Sawa

Identification and functional analysis of the host factors that regulate Chikungunya virus infection

The 6th Sapporo Summer Seminar for One Health (SaSSOH)

2018

Christida E. Wastika, Michihito Sasaki, Kentaro Yoshii, Shintaro Kobayashi, Bernard M. Hangombe, Aaron S. Mweene, Yasuko
Orba, Hirofumi Sawa

Serosurveillance of Zika and Yellow fever viruses in wildlife in Zambia.

The 6th Sapporo Summer Seminar for One Health (SaSSOH)

2018

Shiho Torii_Yuji Wada_Michihito Sasaki_Jody Hobson-Peters_Roy A. Hall_Yasuko Orba_Hirofumi Sawa

Identification and functional analysis of the host factors that regulate Chikungunya virus infection

25

2018




Shiho Torii_Yuji Wada_Michihito Sasaki_Jody Hobson-Peters_Roy A. Hall_Yasuko Orba_Hirofumi Sawa

Identification and functional analysis of the host factors that regulate Chikungunya virus infection

The 66th Annual Meeting of the Japanese Society for Virology

2018

Michihito Sasaki, Paulina D. Anindita, Naoto Ito, Makoto Sugiyama, Michael Carr, Ayato Takada, Yasuko Orba, Hirofumi Sawa

Characterization of rabies virus mutants showing different abilities to bind to heparan sulfate

The 66th Annual Meeting of the Japanese Society for Virology

2018

Yasuko Orba_Wallaya Phongphaew_Shintaro Kobayashi_Herman M Chambaro_Hang"ombe M Bernard_Aaron S Mweene_Michihito Sasaki_Yuki
Eshita_Hirofumi Sawa

Evidence of West Nile virus circulation in Zambia.

The 66th Annual Meeting of the Japanese Society for Virology

2018

Christida Estu Wastika_Michihito Sasaki_Kentaro Yoshii_Shintaro Kobayashi_Hiroaki Kariwa_Bernard M. Hang"ombe_Aaron S.
Mweene_Michael Carr_Yasuko Orba_Hirofumi Sawa

Serological evidence of Zika virus infection in Zambian non-human primates.

The 66th Annual Meeting of the Japanese Society for Virology

2018




Michihito Sasaki, Gabriel Gonzarez, Naoto Ito, Makoto Sugiyama, Kimihito Ito, Yasuko Orba, Hirofumi Sawa

Identification and characterization of a host factor involved in the gene expression of rabies virus

41

2018

Shiho Torii_Yuji Wada_Michihito Sasaki_Jody Hobson-Peters_Roy A. Hall_Yasuko Orba_Hirofumi Sawa

Identification and functional analysis of the host factors that regulate Chikungunya virus infection

The Molecular Biology Society of Japan

2018

Hirofumi Sawa, Paulina D. Anindita, Kazuma Okada, Naoto Ito, Makoto Sugiyama, Noriko Saito-Tarashima, Noriaki Minakawa,
Satoshi Shuto, Satoko Otsuguro, Satoshi Ichikawa, Akira Matsuda, Katsumi Maenaka, Yasuko Orba, Michihito Sasaki

Ribavirin-related compounds exert in vitro inhibitory effects toward rabies virus

The Molecular Biology Society of Japan

2018

Yasuko Orba_Wallaya Phongphaew_Shintaro Kobayashi_Herman M Chambaro_Hang®ombe M Bernard_Aaron S Mweene_Michihito Sasaki_Yuki
Eshita_Hirofumi Sawa

First evidence of West Nile virus circulation in Zambia.

The Molecular Biology Society of Japan

2018




Herman Moses Chambaro, Michihito Sasaki, Edgar Simulundu, Isaac Kombe, Yona Sinkala, Alikhadio Maseko, Chimvwele Choopa,
Paul Fandamu, David Squarre, Musso Munyeme, Harima Hayato, Martin Simuunza, Aaron Mweene, Yuki Eshita, Bernard Mudenda
Hangombe, Yasuko Orba, Hirofumi Sawa

Molecular and serological surveillance for Bluetongue virus in Zambia

41

2018

Christida E. Wastika, Michihito Sasaki, Kentaro Yoshii, Shintaro Kobayashi, Hiroaki Kariwa, Bernard M. Hangombe, Aaron S.
Mweene, Michael Carr, Yasuko Orba, Hirofumi Sawa

Neutralizing antibodies to Zika virus in African non-human primates

the Molecular Biology Society of Japan

2018

30

2018

Shingo lIwami

Quantifying antiviral activity optimizes drug combinations against hepatitis C virus infection

ECMTB2018

2018




Shingo lIwami

PKPDVD modeling for multi-drug treatment on HCV infection

KS1AM2018

2018

Shingo lIwami

Characterizing SHIV infection in vitro and in vivo

SMB&JSMB2018

2018

Nunoura T, Urayama S, Fukuda S, Takaki Y.

Human fecal RNA viromes revealed by FLDS

The 66th Annual Meeting of the Japanese Society for Virology

2018

Nagasaki K, Takano Y, Tomaru Y.

Recent approaches on dinoflagellate virus science

Aquatic Virus Workshop 2018

2018




Nagasaki K, Takano Y, Tomaru Y, Urayama S, Nunoura T.

Enthusiastic algal-virus-hunting days and afterwards - What is the raison detre of viruses?

EMBO Workshop, Viruses of Microbes 2018

2018
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2018

Karenia mikimotoi RNA
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2018

Takano Y, Tomaru Y, Nagasaki K.

Viral infection process in dinoflagellate cells.

18th International Conference on Harmful Algae

2018




Nagasaki K, Takano Y, Tomaru Y.

Infection of a dinoflagellate-infecting giant virus

The 66th Annual Meeting of the Japanese Society for Virology

2018

Nagasaki K.

Algal viruses in natural water environments

The 17th Awaji International Forum on Infection and Immunity

2018

DNA —F1B-SEM
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2019




Endo H, Li Y, Blanc-Mathieu R, Ogata H.

Global distribution of nucleocytoplasmic large DNA viruses in the Ocean.

ASLO 2019 Aquatic Sciences Meeting

2019

, Blanc-Mathieu R, , s

2018

Kaneko H, Blanc-Mathieu R, Endo H, Ogata H.

Regression analysis using global ocean metagenomes revealed the contribution of eukaryotic viruses to carbon export.

Workshop on Environmental Viruses

2018

Blanc-Mathieu R, Dahle H., Brandt D, Ogata H, Sandaa R.-A.

Prymnesium kappa Virus RFO1: A deep branching Mimiviridae encoding a large number of metabolic genes.

Workshop on Environmental Viruses

2018




, Blanc-Mathieu R, , Song C, , ,

Medusavirus

2018

Yoshikawa G, Blanc-Mathieu R, Song C, Mochizuki T, Murata K, Ogata H, Takemura M.

Genomic characterization of Medusavirus, a new giant virus infecting Acanthamoeba.

International Workshop on Bioinformatics and Systems Biology (1BSB)

2018

Kuronishi M, Blanc-Mathieu R, Endo H, Goto S, Ogata H.

Development of viral genome classification method based on sequence similarity.

International Workshop on Bioinformatics and Systems Biology 2018

2018

Sandaa RA, Lawrence J, Blanc-Mathieu R, Dahle H, Steen IH, Ogata H.

Diversity of marine prymnesioviruses and their strategies for stable co-existence with their phytoplankton hosts.

EMBO Workshop Viruses of Microbes 2018

2018




Ogata H, Yoshikawa G, Chihong S, Blanc-Mathieu R, Mochizuki T, Murata K, Takemura M.

A giant virus from a freshwater environment with a full set of histone genes.

9th Aquatic Virus Workshop

2018

Sandaa RA, Lawrence J, Blanc-Mathieu R, Dahle H, Steen IH, Ogata H.

Reluctant affaires-algal virus-haptophyte relatioship in the ocean.

9th Aquatic Virus Workshop

2018

Blanc-Mathieu R, Kaneko H, Velazquez RH, Endo H, Ogata H.

Viruses of the eukaryotic plankton: insight into their diversity, host range and role in carbon export.

2018 JSME annual meeting & 10th ASME

2018

Blanc-Mathieu R, Kaneko H, Velzquez RH, Endo H, Ogata H.

Eukaryotic viruses in Tara Oceans samples: Insight into their diversity and role in carbon export.

Rinkai Hackathon 2018

2018
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5 Acanthamoeba castellanii medusavirus

41

2018

Prodinger F, Yanze L, Morimoto D, Omae K, Tominaga K, Gotoh Y, Takano Y, Nagasaki K, Hingamp P, Endo H, Yoshida T, Ogata H.

Optimization of a metabarcoding method for a major group of giant viruses in the environment.

Workshop on Environmental Viruses

2018

Okazaki Y, Nishimura Y, Ogata H, Yoshida T, Nakano S.

Comprehensive viromics uncovered the diverse viral community in a deep freshwater lake.

ISME17

2018

Kawaoka Y
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