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All proteins in cells are synthesized as nascent polﬁpeptide chains (nascent
chains) via a process called translation in the central dogma of biology. The program "nascent
chain biology" aims to understand the roles of the nascent chains in the gene expression and
cellular homeostasis in this collaborative team. To facilitate the research activity of this
program, we supported the following activities: organization of domestic/international meetings,
stimulating collaboration, encouraging young researchers and public relations.
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