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In order to elucidate the evolution and diversity of cancer, we analyzed
apparently normal tissues and different stages of cancers using innovative methods such as
micro-sampling and single cell culture. We revealed how genetic abnormalities are accumulated by
aging, inflammation, smoking, drinking and disease progression. In addition, important structural
abnormalities in the untranslated region were identified by whole-genome sequencing. We also
revealed the risk of important germ-line mutations in a large-scale sequence in healthy individuals
and identified important biomarkers in clinical sequences.
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