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I have previously analyzed the centromere, which is formed at a particular
region on a chromosome and is essential for chromosome segregation through binding to spindle
microtubules during mitosis. In this research project, we called mechanisms, by which a chromosome
is harmonized by various chromosome functions, as “ Chromosome 0S” and tried to clarify the
Chromosome 0S in collaboration with other members of this project. | performed various and
comprehensive collaborative studies and understood a part of the principle of chromosome

organization through the centromere.
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