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Redesign of biosynthetic machineries based on molecular and genome evolution of
plant specialized metabolisms

Yamazaki, Mami
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Plant metabolites are important resource with in chemical diversity and
biological activity. In this study, molecular evolution of chemodiversity in plants is main theme
and following subjects were studied. (1) Molecular mechanism of bifunctional lysine/ornithine
decarboxylase that is the key enzyme in biosynthesis of lysine derived alkaloids. (2)Integral omics
aproaches to reveal the whole biossynthetic pathway of camptothecin.
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