2017 2021

Insect sexual manipulation by intracellular bacterial endosymbionts
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Wolbachia species are the most widespread intracellular bacterial

endosymbionts in insects. Male killing is one strategy by which Wolbachia manipulate the male-female
sex ratio of their host’ s progeny. In a previous study, we showed that Wolbachia infection induces
male-specific death in the Asian corn borer Ostrinia furnacalis by inducing a failure of dosage
compensation through targeting the host factor Masculinizer (Masc), an essential protein for both
masculinization and dosage compensation. However, it remains unknown how a male-killing Wolbachia
inhibits the functions of Masc. In this study, we identify a Wolbachia protein, designated Oscar,
which interacts with Masc. Embryonic expression of Oscar inhibited Masc-induced masculinization and
induced male killing in lepidopteran insects. Our results indicated that Oscar is the long-sought
Wolbachia’ s male-killing factor for lepidopteran insects.
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Iy P E DAL, A ARFROMESEZ 5| E 232 L A 5272 o 72, RNA-seq fRHT DA% R,
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T REHFIZ Mase OFSREMNENCfF O Bin T EMERE L BE S, [ A% L] ZFELTWD
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