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In order to understand the regulation mechanism of the molecular motor enzyme, F-ATPase, we
studied the regulation of rotation of the y subunit itself and external regulation mechanism as well.
Consequently, we obtained the following results:

1. Based on the single molecule analysis of rotation of the y subunit caused by the conformational
change of this subunit, we revealed the relationship between the pause position and the form of the
B subunit. 2. The inhibitory function of the intrinsic inhibitory subunit & was studied both
biochemical method and biophysical method. 3. Based on the study of the intracellular ATP level
and the ATP synthase activity, physiological significance of the regulation of ATP synthase was
discussed.
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