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MFEep R OB E (L) : We studied the structures and functions of cellular factors
participating in quality control of E. coli membrane proteins. We revealed the cellular
functions and substrate recognition mechanisms of intramembrane cleaving proteases,
RseP (S2P family) and GlpG (Rhomboid family). We also elucidated the structures of SecYE
(translocon) and SecDF, membrane complexes involved in protein translocation, and
proposed the mechanism of their actions. In addition, we identified proteins whose
functions would be related to ‘membrane stress responses’.
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