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Our representative findings include 1) peroxisomal membrane is assembled by Pex3p,
Pex16p and Pex19p; 2) in peroxisome-cytoplasmic shuttling of matrix protein
transporter Pex5p, Cys-ubiquitination of Pex5p and soluble factor AWP1 are essential
for the Pex5p exit.
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