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Genetic approaches to physiological functions of long noncoding RNA machinery
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Current research project demonstrates biological importance of long noncoding RN

A by genetic approaches using fruit flies and mice. Mutational studies showed that 1) high-molecular wei
ght long noncoding RNA plays an impotent role in formation of neural circuits in the adult fly brain and 2
) RNA binding protein hnRNP U, which carries both an RNA binding domain and a chromatin binding domain, is
essential for localization of Xist RNA, an essential component in dosage compensation in mammals. In the

course of study, we found that some of the putative long noncoding RNA include short ORFs that encodes ex

treTer sma&l peptides and those peptides, at least in some cases, regulate gene expression in transcripti
onal network.
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