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The eukaryotic genome is tightly packed into the chromatin, a hierarchically
organized complex of DNA, histone and nonhistone proteins. Recent findings indicates that histone variant
eviction/exchange has an important role in DNA repair and DNA damage response. We found that the TIP60
complex facilitates histone H2AX exchange at the sites of DNA damage. Interestingly, the phosphorylation
of histone H2AX is not required for histone H2AX exchange. In this project, we investigated the
physiological significance of histone H2AX exchange in DNA damage response. We found that the histone
signaling network regulated by the acetylation-dependent histone H2AX exchange is cross-talked with the
phosphorylation-dependent DNA damage response signaling.
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