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In this project, we performed the protein expression, purification, and
crystallization of HLA molecules, HLA-DP5, HLA-DR53, and HLA-DR4, bound to their antigenic peptide.
Thereby, we successfully determined the crystal structure of HLA-DP5 in complex with Cryptomeria japonica
1 peptide (pCry j 1), derived from Japanese cedar pollen. Based on this structural information, we
designed ten compounds to inhibit pCry j 1 binding to HLA-DP5, as evaluation test candidates for the
peptide-binding affinity. Furthermore, we determined the crystal structure of HLA-DP5 in complex with
pCry j 1, including the flanking region.
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