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Development of microfluidic platforms for functional evaluation of artificial gene
networks
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(1 )

To establish fundamental experimental technologies to support development of the
research area of synthetic biology, we developed microfluidic platform can be used for evaluation for

functions of artificial gene networks and artificial metabolic pathways. In particular, (1)
microchamber-based microfluidic platforms, (2) microdroplet-based microfluidic platform and (3)

microfluidic Blatforms for other ?roups in this research area. In the development of (2) i
microdroplet-based microfluidic platform, a microfluidic device can search conditions of concentrations

of target molecules in reaction networks in a high-throughput manner (screen ten-thousands conditions of
concentrations at once) could be successfully realized.
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