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The design of genetic networks has been studied for implementing desired
biological systems, and in particular, some researchers have proposed automatic design methods using
optimization techniques. However, it is difficult to implement genetic networks designed by previous
methods due to overly simplified model descriptions whose parameters are infeasible 1n the real world.
Additionally, the methods do not ensure robustness against parameter perturbation. In this project, we
have proposed an effective design method and a fitness function evaluating robustness to create genetic
networks which can be implemented experimentally. Further, we suggest the knowledge about robust network
structures from results of optimization.
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