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A multidimensional analysis of chromatin dynamics in living cells by
quantitative measurements and reconstruction
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Chromatin dynamics plays an important role in cell regulation through the
control of gene expression and genome integrity. This study aimed to reveal the significance of
chromatin dynamics by quantitative measurements and reconstruction in living cells. We have
developed techniques to monitor histone modification and DNA methylation in living cells, and
revealed the function of histone acetylation in gene activation. This study greatly contributed to
understand the basic mechanism of gene regulation in living cells.
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