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We have studied regulatory nascent chains such as B. subtilis MifM and E.
coli SecM. We collaborated with structural biologists to determine the structure of the
MifM-ribosome complexes. Our genetic analysis revealed that MifM interacts with the ribosome,
extensively, including the ribosomal surface to arrest translation. We also found that the release
o¥ the e#gggation arrest of MifM depends on the hydrophilic cavity of the membrane protein insertion

actor YidC.
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PREERE 238395 TREREMESTAESH) & JiENn 2 —#HORF23, IFEIZRD, WO RHEh
TN, BEREMEET ST, VAR Y — AL Lo TAREN IR ETHI 2 AT AV AR Y —0 L
FERMMEERAZT 52 LICL - T, ZOFRMEL —RFEl (TLVAR) 75, SHIZ,
ZOFRT LA RA, MIENOBRESS, MR 7O Lo TLeEik. b L IERZEl
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ToAMBBERE DFHET ) WO W EOFT LW EE AL T oniT & leoT,
AWFFEOMZENRFRE TH D THEIL, MEEICBW T, 2 7 EOFEHIAKETH S YidC
WT-DiEEEE=2—1L, TORAE T — Ry 7+ 2aEMFEHE LT MifM %
£, RS HETHAOEIL. RIBEICBWT, Z oI EDO BRI+ Téh 5 SecA D
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S B2, SecM X° MifM 1%, % > "7 B O RTE L EDOIEM 2T =2 —FT 5B Z o729,
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(1) MEBEME BT A OFIER 7 L A MEREDOMH : I = >~ K% *Roland Beckmann {81 Daniel
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BesE Rl PTC) MHEORELMEEA L TWA Z L, TOMAEEAORER., VR Y —205FEME
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— L TWAZ L&, BRSPS R LT, 2O ik, MifM 23, Spolll] & YidC2 & 2
SOYIdCHRET D F—ZNLOFE,EE=X— LD, YidC2 D&% 7 1 — KN 7 B
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