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Devel opnent of NMWR net hodol ogy for soft interaction of proteins

SHMDA ICHO
70196476

2003 8, 500, 000 0 8, 500, 000
2004 17, 000, 000 0 17, 000, 000
2005 16, 500, 000 0 16, 500, 000
2006 66, 000, 000 0 66, 000, 000
2007 17, 000, 000 0 17, 000, 000
2008 17, 000, 000 0 17, 000, 000

142, 000, 000 0 142, 000, 000
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